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Phylogenetic trees of aaRSs of NCLDVs and their close relatives in cellular organisms. Background
was color-coded based on domain-level taxonomy: green for eukaryotes, blue for bacteria, red for
archaea, and orange for NCLDV. Numbers on branches represent bootstrap values: left and right ones
are SH-aLRT and Ultrafast Bootstrap values, respectively. The root was decided based on Furukawa
et al (Furukawa et al. 2017). The substitution models were selected by ModelFinder from IQ-TREE.
The trees are ordered alphabetically by the one-letter code of each amino acid. The substitution models

for each aaRS tree were listed below.

AlaRS: LG+R10
CysRS: LG+RI10
AspRS: LG+RI10
GIuRS:  Q.pfam+F+R10
PheRS: LG+R9

GlyRS: LG+R9

HisRS: LG+R10

IleRS:  Q.pfam+F+R10
LysRS: LG+R10
LeuRS: LG+RI10
MetRS: LG+RI10
AsnRS: LG+F+R10
ProRS: LG+RI10
GInRS: LG+RS

ArgRS: Q.pfam+F+R10
SerRS: LG+R9

ThrRS: LG+R9

ValRS: LG+RI10
TrpRS: LG+R9

TyrRS: LG+R9



AlaRS

substitution per site: 1 ———

EST47402 Spironucleus salmonicida
XP_001704452 Giardia intestinalis
XP_001315505 Trichomonas vaginalis
XP_654998 Entamoeba histolytica HM-1:IMSS
EAS00441 Tetrahymena thermophila
XP_001430428 Paramecium tetraurelia strain d4-2
CDW83730 Stylonychia lemnae

EJY86479 Oxytricha trifallax
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————————— - XP_005714450 Chondrus crispus

1007100

,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, XP_001696152 Chlamydomonas reinharditii
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, XP_003057866 Micromonas pusilla CCMP1545
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, ABO97206 Ostreococcus sp. 'lucimarinus'
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, XP_001753125 Physcomitrium patens

L - AFW85168 Zea mays

s 1 EEE65436.1 Oryza sativa Japonica Group
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, XP_002313683 Populus trichocarpa
,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,,, NP_680210 Arabidopsis thaliana

—————————————————————————————————— XP_002905620 Phytophthora infestans T30-4
—————————————————————————————————— XP_004340271 Acanthamoeba castellanii str. Neff
—————————————————————————————————— XP_643527 Dictyostelium discoideum
————————————————————————————————— EFA82192 Heterostelium alboum PN500
GAM21929 Acytostelium subglobosum LB1

——————————————————————————————————— XP_002118857 Trichoplax adhaerens

77777777777777777777777777777777777 EPY18660 Strigomonas culicis

007100

67.

XP_001731546.1 Malassezia globosa
P40825 Saccharomyces cerevisiae
CAB11162 Schizosaccharomyces pombe
XP_001795116 Parastagonospora nodorum
XP_001398230 Aspergillus niger
XP_001559979 Botrytis cinerea

EAA36461 Neurospora crassa
XP_001743509 Monosiga brevicollis
XP_001180526 Strongylocentrotus purpuratus
XP_002606641 Branchiostoma floridae
NP_065796.1 Homo sapiens

XP_002127690 Ciona intestinalis

NP_496444 Caenorhabditis elegans
XP_001902174 Brugia malayi

XP_002573885 Schistosoma mansoni
NP_523932.2 Drosophila melanogaster
XP_002403411 Ixodes scapularis

NP_491281 Caenorhabditis elegans
XP_001899825 Brugia malayi

AAL39400.1 Drosophila melanogaster
XP_002575183 Schistosoma mansoni
XP_011406711 Amphimedon queenslandica
XP_011409844 Amphimedon queenslandica
XP_002111584 Trichoplax adhaerens
XP_002160302 Hydra vulgaris
XP_001628752 Nematostella vectensis
XP_011679269 Strongylocentrotus purpuratus
XP_002125465 Ciona intestinalis
XP_002587517 Branchiostoma floridae
BAA06808.1 Homo sapiens

NP_001037775 Danio rerio

XP_004335848 Acanthamoeba castellanii str. Neff
XP_642382 Dictyostelium discoideum
EFA82800 Heterostelium album PN500
GAM21692 Acytostelium subglobosum LB1
XP_003060777 Micromonas pusilla CCMP1545
ABO95900 Ostreococcus sp. ‘lucimarinus'
XP_005849315 Chlorella variabilis
XP_001694980 Chlamydomonas reinhardtii
XP_001773539 Physcomitrium patens
XP_008662576 Zea mays

NP_001064254.1 Oryza sativa Japonica Group
XP_002307181 Populus trichocarpa

P36428 Arabidopsis thaliana

XP_005710836 Chondrus crispus
XP_005709097 Galdieria sulphuraria
ETO18697 Reticulomyxa filosa
XP_005786766 Emiliania huxleyi CCMP1516
EWM22315 Nannochloropsis gaditana
XP_002296928 Thalassiosira pseudonana
XP_009033626 Aureococcus anophagefferens
XP_002900511 Phytophthora infestans T30-4
EWM26750 Nannochloropsis gaditana
XP_002290312 Thalassiosira pseudonana
XP_009036762 Aureococcus anophagefferens
777777777777777777777777777777777 XP_005830058 Guillardia theta CCMP2712

777777777777777777777777777777 AAZ11634 Trypanosoma brucei
] MWE{‘;— 7777777777777777777777777777 EPY32301 Angomonas deanei
T XP_001683305.1 Leishmania major

XP_005771355 Emiliania huxleyi CCMP1516
XP_002780365 Perkinsus marinus ATCC 50983
XP_011132084 Gregarina niphandrodes
XP_627438 Cryptosporidium parvum
CAD52797 Plasmodium falciparum 3D7
XP_953773 Theileria annulata
XP_001612285 Babesia bovis
——————————————————————————————— XP_002675895 Naegleria gruberi
77777777777777 Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000007---34889
—————————————— M-3300014493-9---Ga0182016_10004589---9
7777777777777777777 Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000003---25162
——————————————————————— Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20423
77777777777777777777777 Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---26823
————————————————————— TARA_PSW_NCLDV_00015---000000000034---581473
——————— TARA_PSW_NCLDV_00001---000000000016---571364
- S-1015567-333---1015567_contig_84325---1
e S Moniruzzaman_MM16_ERX552300_8_dc---000000000007---127061
————— M-3300023174-160---Ga0214921_10020109---10
- M-3300013127-27---Ga0172365_10002669---10
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000002---36341
- SRX327520.277.dc---contig_87538---38
~ Mimiviridae_MKO072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000045---42863
fffff Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000076---39340
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EAY09567 Trichomonas vaginalis

EST47807 Spironucleus salmonicida

XP_001706067 Giardia intestinalis

S-1016713-46---1016713_contig_13853---5
TARA_PSE_NCLDV_00002---000000000010---555947
TARA_AOS_NCLDV_00020---000000000035---438718
TARA_PSW_NCLDV_00001---000000000035---571682
M-3300017971-33---Ga0180438_10002823---9
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---22493
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34193
M-3300014493-9---Ga0182016_10004363---4
SRX696246.4.dc---contig_835---5
M-3300009681-26---Ga0116174_10010771---1
Schulz_GVMAG_M_3300009529_2---000000000010---212080
M-3300009529-2---Ga0114919_10001986---5

Mimiviridae_ MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000009---42694
Mimiviridae_MKO072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000004---38662
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000003---36408
S-3300005286-75---3300005286.aGa0065721_10053642---3
S-3300009084-161---3300009084.aGa0105046_10002633---23
Mimiviridae_MK072437_Satyrvirus_sp_clone_Satyrvirus_1---000000000020---42912
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21374
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27867
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---19965
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15305
Mimiviridae_KF527228_Mimivirus_terra2---000000000001---16873
Mimiviridae_KM982402_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus_strain_Kroon---000000000001---17282
Mimiviridae_MH046830_Mimivirus_sp_SH_clone---000000000017---33452
Mimiviridae_KU877344_Powai_lake_megavirus_isolate---000000000001---18909
Mimiviridae_MG779292_Bandra_megavirus_isolate_KK_1---000000000080---30981
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29896
Mimiviridae_JN258408 Megavirus_chiliensis---000000000001---13704
XP_005828233 Guillardia theta CCMP2712

XP_642733 Dictyostelium discoideum

EFA80061 Heterostelium album PN500

GAM27252 Acytostelium subglobosum LB1

XP_002671331 Naegleria gruberi

XP_002903523 Phytophthora infestans T30-4

EWM23700 Nannochloropsis gaditana

XP_005714493 Chondrus crispus

XP_009034579 Aureococcus anophagefferens

XP_005709053 Galdieria sulphuraria

XP_002112950 Trichoplax adhaerens

AAF58291.1 Drosophila melanogaster

XP_002416056 Ixodes scapularis

XP_011669091 Strongylocentrotus purpuratus

XP_002588888 Branchiostoma floridae

XP_002130035 Ciona intestinalis

AAH07220.1 Homo sapiens

XP_682732 Danio rerio

XP_005708296 Galdieria sulphuraria
TARA_PSW_NCLDV_00003---000000000029---573897
TARA_PON_NCLDV_00003---000000000030---540422

XP_002682571 Naegleria gruberi

XP_001435512 Paramecium tetraurelia strain d4-2

EARB89909 Tetrahymena thermophila

CDW84464 Stylonychia lemnae

EJY68365 Oxytricha trifallax

XP_954780 Theileria annulata

XP_001608890 Babesia bovis

AAN35347 Plasmodium falciparum 3D7

XP_011131114 Gregarina niphandrodes

XP_627469 Cryptosporidium parvum

EFA76443 Heterostelium album PN500

XP_637369 Dictyostelium discoideum

XP_002906718 Phytophthora infestans T30-4

XP_009036110 Aureococcus anophagefferens

XP_005714346 Chondrus crispus

XP_005783804 Emiliania huxleyi CCMP1516

XP_003062756 Micromonas pusilla CCMP1545

ABO95071 Ostreococcus sp. 'lucimarinus’

ET022842 Reticulomyxa filosa

ETO20080 Reticulomyxa filosa

XP_650386 Entamoeba histolytica HM-1:IMSS

XP_004336822 Acanthamoeba castellanii str. Neff

XP_001756796 Physcomitrium patens

EDP06006 Chlamydomonas reinhardtii

XP_005841941 Guillardia theta CCMP2712

ETO30912 Reticulomyxa filosa

ETO15857 Reticulomyxa filosa

EED96466 Thalassiosira pseudonana

XP_005758587 Emiliania huxleyi CCMP1516

XP_002769069 Perkinsus marinus ATCC 50983

EPY26347 Angomonas deanei

EPY22110 Strigomonas culicis

AAZ11658 Trypanosoma brucei

XP_001681630.1 Leishmania major

XP_001730405.1 Malassezia globosa

P53852 Saccharomyces cerevisiae

CAA91428 Schizosaccharomyces pombe

EAT81491 Parastagonospora hodorum

XP_001401149 Aspergillus niger

XP_001555821 Botrytis cinerea

EAA30967 Neurospora crassa

XP_001744076 Monosiga brevicollis

XP_001747473 Monosiga brevicollis

EDV28639 Trichoplax adhaerens

XP_011405107 Amphimedon queenslandica

XP_001640747 Nematostella vectensis

XP_002168960 Hydra vulgaris

XP_002160433 Hydra vulgaris

XP_002579954 Schistosoma mansoni

AAC64633 Caenorhabditis elegans

XP_001897270 Brugia malayi

1007100

55.:

—

1007100

1007100

P2

1007100

1007100

97.87100

73.

9967100 -

89

N

62.
99.6 /100
9427166
zm‘%,
473764
722759
88[8 r 3
91379
007100
. s ‘F
13787
9997100
87977
656755
985798
975793
1007100
94T )

1007100

97.6 7100

7

1007100

99.77100 T

964770

8

51
61[4

1007100

80.87]68

.

424787

524785
97.77100
1007100
9.579:

1007100

95

1007100

iy

XP_002119777 Ciona intestinalis
AAF58057.1 Drosophila melanogaster
XP_011662503 Strongylocentrotus purpuratus
XP_002585889 Branchiostoma floridae
EECO08114 Ixodes scapularis

P49589.3 Homo sapiens

NP_001112372 Danio rerio

_Fl 1 H B

XP_001618835 Nematostella vectensis

XP_003064738 Micromonas pusilla CCMP1545
ABO98350 Ostreococcus sp. 'lucimarinus’
XP_005845301 Chlorella variabilis
XP_001700207 Chlamydomonas reinhardtii
XP_001785689 Physcomitrium patens
NP_001131561 Zea mays

NP_001063899.1 Oryza sativa Japonica Group
XP_002324312 Populus trichocarpa
NP_565717 Arabidopsis thaliana
XP_002315932 Populus trichocarpa
NP_001064785.2 Oryza sativa Japonica Group
EEE58305.1 Oryza sativa Japonica Group
NP_001146887 Zea mays

ACN34717 Zea mays

XP_005715284 Chondrus crispus
XP_005819331 Guillardia theta CCMP2712
EWM30518 Nannochloropsis gaditana
XP_002288148 Thalassiosira pseudonana
TARA_ARC_NCLDV_00069---000000000005---465710
M-3300013127-27---Ga0172365_10018026---4
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XP_005703753 Galdieria sulphuraria

XP_005709977 Chondrus crispus

XP_003058950 Micromonas pusilla CCMP1545
XP_001419430 Ostreococcus sp. 'lucimarinus'
XP_005847609 Chlorella variabilis

EDP02100 Chlamydomonas reinhardtii
EDQ81588 Physcomitrium patens

ACN30546 Zea mays

EEE53892.1 Oryza sativa Japonica Group
XP_002298795 Populus trichocarpa
NP_195102 Arabidopsis thaliana

XP_002768669 Perkinsus marinus ATCC 50983

XP_002675253 Naegleria gruberi
EDQ91510 Monosiga brevicollis
XP_002997757 Phytophthora infestans T30-4
EAL72426 Dictyostelium discoideum

EFA84761 Heterostelium album PN500
GAM18771 Acytostelium subglobosum LB1
XP_004345983 Acanthamoeba castellanii str. Neff
EDP41558.1 Malassezia globosa

094242 Schizosaccharomyces pombe
EDV11117 Saccharomyces cerevisiae
EAT92189 Parastagonospora nodorum
XP_001401678 Aspergillus niger

EDN17491 Botrytis cinerea

XP_965716 Neurospora crassa

XP_011406016 Amphimedon queenslandica
EDV27575 Trichoplax adhaerens

CAY17471 Schistosoma mansoni
XP_002131496 Ciona intestinalis

NP_506019 Caenorhabditis elegans

EDP34374 Brugia malayi

NP_724018.1 Drosophila melanogaster
EEC19187 Ixodes scapularis

XP_011681258 Strongylocentrotus purpuratus
EEN56139 Branchiostoma floridae

AAH45173.1 Homo sapiens

XP_699804 Danio rerio

CAZ35533 Schistosoma mansoni

EAT77095 Parastagonospora nodorum
Mimiviridae_MF782455 Bodo_saltans_virus_strain_NG1---000000000001---28385
TARA_MED_NCLDV_00123---000000000019---537008
M-3300013132-23---Ga0172372_10024348---2

ETO17365 Reticulomyxa filosa

TARA_ION_NCLDV_00001---000000000031---487435

XP_001351701 Plasmodium falciparum 3D7
S-1015567-333---1015567_contig_71693---8
TARA_PSW_NCLDV_00001---000000000012---571319
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165870
SRX696246.4.dc---contig_367---128
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25932
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000007---36484
M-3300020505-5---Ga0208088_1000128---12
M-3300023174-160---Ga0214921_10012257---8

Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000008---40639

M-3300014493-9---Ga0182016_10004589---10
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000007---34886
XP_001579748 Trichomonas vaginalis
S-3300009084-161---3300009084.aGa0105046_10021240---6
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20672
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27073
XP_649894 Entamoeba histolytica HM-1:IMSS
XP_001683039.1 Leishmania major

EPY36217 Angomonas deanei

XP_822384 Trypanosoma brucei

XP_845309 Trypanosoma brucei
XP_001684636.1 Leishmania major

EPY33848 Strigomonas culicis

EPY42587 Angomonas deanei

ETO01674 Reticulomyxa filosa

XP_004339518 Acanthamoeba castellanii str. Neff
EAL71304 Dictyostelium discoideum

EAL71270 Dictyostelium discoideum

EFA80304 Heterostelium album PN500
GAM23657 Acytostelium subglobosum LB1
EDQ85355 Monosiga brevicollis
SRX310217.15.dc---contig_15238---4
EDP42182.1 Malassezia globosa

074407 Schizosaccharomyces pombe
XP_001391678 Aspergillus niger

EDN59530 Saccharomyces cerevisiae
EAT91850 Parastagonospora nodorum
EDN25767 Botrytis cinerea

XP_964741 Neurospora crassa

CAZ32881 Schistosoma mansoni
XP_003384922 Amphimedon queenslandica
EDV25004 Trichoplax adhaerens
XP_002155876 Hydra vulgaris

EDO42231 Nematostella vectensis

NP_499089 Caenorhabditis elegans

EDP31425 Brugia malayi

EEC09900 Ixodes scapularis

XP_002125902 Ciona intestinalis

NP_476609.1 Drosophila melanogaster
EEN63658 Branchiostoma floridae
XP_001201004 Strongylocentrotus purpuratus
BAF83296.1 Homo sapiens

AAI24801 Danio rerio

XP_004335212 Acanthamoeba castellanii str. Neff
GAM23655 Acytostelium subglobosum LB1
XP_002671814 Naegleria gruberi

EFA80298 Heterostelium album PN500
XP_005706236 Galdieria sulphuraria
XP_005718851 Chondrus crispus
XP_002784004 Perkinsus marinus ATCC 50983
XP_005780194 Emiliania huxleyi CCMP1516
XP_002774338 Perkinsus marinus ATCC 50983
XP_002674789 Naegleria gruberi
XP_005837951 Guillardia theta CCMP2712
XP_005836028 Guillardia theta CCMP2712
EWM21818 Nannochloropsis gaditana
XP_005834673 Guillardia theta CCMP2712
XP_002295841 Thalassiosira pseudonana
XP_009040020 Aureococcus anophagefferens
EST48804 Spironucleus salmonicida
EDO78048 Giardia intestinalis

EDP45600.1 Malassezia globosa

XP_960347 Neurospora crassa

EAT88027 Parastagonospora nodorum
XP_001388986 Aspergillus niger

EWM24309 Nannochloropsis gaditana
EED96514 Thalassiosira pseudonana
XP_002900771 Phytophthora infestans T30-4
XP_002897555 Phytophthora infestans T30-4
XP_011129737 Gregarina niphandrodes
XP_001388377 Cryptosporidium parvum
XP_001350961 Plasmodium falciparum 3D7
XP_955187 Theileria annulata

XP_001609334 Babesia bovis

CDW89692 Stylonychia lemnae

EJY72918 Oxytricha trifallax

XP_001447353 Paramecium tetraurelia strain d4-2
EAR91389 Tetrahymena thermophila
EAS04430 Tetrahymena thermophila
XP_003061556 Micromonas pusilla CCMP1545
XP_001420524 Ostreococcus sp. 'lucimarinus'
XP_005851895 Chlorella variabilis

EDP01558 Chlamydomonas reinhardtii
EDQ56912 Physcomitrium patens
XP_002308157 Populus trichocarpa
NP_849558 Arabidopsis thaliana

ACN28001 Zea mays

BAG93847.1 Oryza sativa Japonica Group
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1007300 ETO20735 Reticulomyxa filosa

. = = = = = ============= ETO03454 Reticulomyxa filosa
——————————————————————— XP_002669489 Naegleria gruberi

——————————————————— M-3300006056-32---Ga0075163_10025129---6

777777777777777777777 S-3300009084-161---3300009084.aGa0105046_10027249---2
—————————————————————— Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27119
—————————————————————— Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20715
25 N B e Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000001---25523
Bl == =================== SRX696246.4.dc---contig_247---37
—————————————————————— Mimiviridae_MKO072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000053---36932
—————————————————— M-3300005286-3---Ga0065721_10057453---6

647 S-1015567-333---1015567_contig_169432---1
MEfp———————— - - - - - - - - - - - - - - - - - Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000002---38712
e I S -T--=sss=========<-= M-3300014493-9---Ga0182016_10004976---13
=TT R - Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000004---33546

EST48756 Spironucleus salmonicida
EDO79772 Giardia intestinalis

XP_845576 Trypanosoma brucei
XP_001684933.1 Leishmania major
EPY24640 Strigomonas culicis

EPY31601 Angomonas deanei

CDW?78064 Stylonychia lemnae

EJY82021 Oxytricha trifallax

XP_001388421 Cryptosporidium parvum
XP_001350205 Plasmodium falciparum 3D7
XP_011129840 Gregarina niphandrodes
EAR85660 Tetrahymena thermophila
XP_953722 Theileria annulata

XP_001612304 Babesia bovis

XP_002787583 Perkinsus marinus ATCC 50983
EAL63699 Dictyostelium discoideum
EFA81890 Heterostelium alboum PN500
GAM19155 Acytostelium subglobosum LB1
XP_655785 Entamoeba histolytica HM-1:IMSS
XP_004339036 Acanthamoeba castellanii str. Neff
XP_004338131 Acanthamoeba castellanii str. Neff
XP_002676589 Naegleria gruberi
XP_002898918 Phytophthora infestans T30-4
EED89116 Thalassiosira pseudonana
BAC03916.1 Homo sapiens
TARA_PSW_NCLDV_00001---000000000056---572117
EWM26778 Nannochloropsis gaditana
XP_009037898 Aureococcus anophagefferens
XP_003056394 Micromonas pusilla CCMP1545
XP_001415923 Ostreococcus sp. 'lucimarinus'
XP_005845102 Chlorella variabilis

EDO97532 Chlamydomonas reinhardtii
EDQ74088 Physcomitrium patens

EEF08541 Populus trichocarpa

NP_850874 Arabidopsis thaliana

CAV24661 Zea mays

EAZ11382.1 Oryza sativa Japonica Group
AAP53367.1 Oryza sativa Japonica Group
EDZ72344 Saccharomyces cerevisiae
013775 Schizosaccharomyces pombe
EDP42556.1 Malassezia globosa
XP_001393909 Aspergillus niger
XP_001801236 Parastagonospora nodorum
XP_001546975 Botrytis cinerea

XP_958832 Neurospora crassa

EAY01944 Trichomonas vaginalis
XP_005783133 Emiliania huxleyi CCMP1516
ETO26295 Reticulomyxa filosa

ETN97104 Reticulomyxa filosa
XP_005707330 Galdieria sulphuraria
XP_005713368 Chondrus crispus

EDQ91921 Monosiga brevicollis

CAZ30778 Schistosoma mansoni

NP_492711 Caenorhabditis elegans
CDQO03709 Brugia malayi

NP_524471.2 Drosophila melanogaster
EEC07187 Ixodes scapularis

EDV26695 Trichoplax adhaerens
XP_002158341 Hydra vulgaris
XP_003385789 Amphimedon queenslandica
EEN66652 Branchiostoma floridae
XP_786677 Strongylocentrotus purpuratus
XP_001620350 Nematostella vectensis
XP_002126649 Ciona intestinalis

AAI36466.1 Homo sapiens

XP_690524 Danio rerio
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7777777777777777777777777777777777 XP_001307941 Trichomonas vaginalis

XP_002683357 Naegleria gruberi
XP_004333082 Acanthamoeba castellanii str. Neff
XP_002999269 Phytophthora infestans T30-4
EFA75236 Heterostelium album PN500
GAM23617 Acytostelium subglobosum LB1
XP_645395 Dictyostelium discoideum
XP_001743229 Monosiga brevicollis
EDP43835.1 Malassezia globosa
AAA61403 Saccharomyces cerevisiae
Q9HDX9 Schizosaccharomyces pombe
XP_001551964 Botrytis cinerea
XP_001806247 Parastagonospora nodorum
777777777777777777777777777 XP_001397196 Aspergillus niger
fffffffffffffffffffffffffffffff EAR85405 Tetrahymena thermophila
ffffff CDP97773 Brugia malayi
fffffffff EAR89725 Tetrahymena thermophila
fffffffffffffffffffffffffffffff CDW88813 Stylonychia lemnae
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EJY85058 Oxytricha trifallax

XP_011407911 Amphimedon queenslandica
XP_011405790 Amphimedon queenslandica
EDV21900 Trichoplax adhaerens
XP_005827994 Guillardia theta CCMP2712
NP_499917 Caenorhabditis elegans
CAZ28650 Schistosoma mansoni
XP_002127194 Ciona intestinalis
NP_648894.2 Drosophila melanogaster
XP_002406131 Ixodes scapularis
XP_001193463 Strongylocentrotus purpuratus
XP_002603534 Branchiostoma floridae
EAW55822.1 Homo sapiens

NP_001038907 Danio rerio

|
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77777777777777777777 XP_009033080 Aureococcus anophagefferens

19.3]

150,

45.8194

XP_005831501 Guillardia theta CCMP2712

1007100
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T ———— R R XP_002408445 Ixodes scapularis

XP_001350283 Plasmodium falciparum 3D7
XP_954050 Theileria annulata
XP_001610985 Babesia bovis

XP_005706307 Galdieria sulphuraria
EWM26798 Nannochloropsis gaditana
XP_005718553 Chondrus crispus
XP_005770157 Emiliania huxleyi CCMP1516
EED87385 Thalassiosira pseudonana
XP_009040645 Aureococcus anophagefferens
XP_005839938 Guillardia theta CCMP2712
XP_003062150 Micromonas pusilla CCMP1545
XP_001418276 Ostreococcus sp. 'lucimarinus'
XP_005847130 Chlorella variabilis

EDP07219 Chlamydomonas reinhardtii
XP_001771575 Physcomitrium patens
NP_201210 Arabidopsis thaliana
XP_002313571 Populus trichocarpa
ACN25971 Zea mays

NP_001045714.1 Oryza sativa Japonica Group
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EAY19533 Trichomonas vaginalis
XP_651987 Entamoeba histolytica HM-1:IMSS
EANB80356 Trypanosoma brucei
XP_001685403.1 Leishmania major
EPY36241 Strigomonas culicis

EPY32529 Angomonas deanei
XP_002677679 Naegleria gruberi
XP_637352 Dictyostelium discoideum
EFA80765 Heterostelium album PN500
GAM18233 Acytostelium subglobosum LB1
XP_002766926 Perkinsus marinus ATCC 50983
XP_001423030 Paramecium tetraurelia strain d4-2
EAR99403 Tetrahymena thermophila
XP_011130250 Gregarina niphandrodes
XP_626883 Cryptosporidium parvum
XP_953264 Theileria annulata
XP_001351028 Plasmodium falciparum 3D7
CDW89153 Stylonychia lemnae

EJY64355 Oxytricha trifallax

ETO31415 Reticulomyxa filosa
XP_002909560 Phytophthora infestans T30-4
XP_002290513 Thalassiosira pseudonana
XP_009032458 Aureococcus anophagefferens
XP_002409119 Ixodes scapularis
XP_005836220 Guillardia theta CCMP2712
XP_005709852 Chondrus crispus
XP_005770667 Emiliania huxleyi CCMP1516
XP_001694933 Chlamydomonas reinhardtii
XP_003057121 Micromonas pusilla CCMP1545
ABO98052 Ostreococcus sp. 'lucimarinus'
XP_001783274 Physcomitrium patens
NP_001132642 Zea mays

EEE50916.1 Oryza sativa Japonica Group
EEE85939 Populus trichocarpa

Q9T034 Arabidopsis thaliana

XP_004351631 Acanthamoeba castellanii str. Neff
EST49516 Spironucleus salmonicida
XP_001703993 Giardia intestinalis
XP_002580944 Schistosoma mansoni
XP_002580943 Schistosoma mansoni
AAF46332.1 Drosophila melanogaster
XP_002436133 Ixodes scapularis
NP_491792 Caenorhabditis elegans
CDP92711 Brugia malayi

XP_002168155 Hydra vulgaris
XP_001626580 Nematostella vectensis
XP_011406736 Amphimedon queenslandica
XP_011404990 Amphimedon queenslandica
Q9Y285.3 Homo sapiens

AAI65618 Danio rerio

XP_786462 Strongylocentrotus purpuratus
XP_002596216 Branchiostoma floridae
XP_003389813 Amphimedon queenslandica
XP_002128146 Ciona intestinalis
XP_001749761 Monosiga brevicollis
XP_002114238 Trichoplax adhaerens
XP_001729085.1 Malassezia globosa
CAA15915 Schizosaccharomyces pombe
AAA35152 Saccharomyces cerevisiae
XP_001791272 Parastagonospora nodorum
XP_001391889 Aspergillus niger
XP_001561398 Botrytis cinerea

EAA27845 Neurospora crassa

Mimiviridae_ MF782455 Bodo_saltans_virus_strain_ NG1---000000000001---28917
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165670
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000034---42847
M-3300014493-9---Ga0182016_10004841---11
Mimiviridae_MKO071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000005---34557
TARA_PSW_NCLDV_00001---000000000061---572177
Mimiviridae_MKO072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000010---37077
S-3300009084-161---3300009084.aGa0105046_10010063---9
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20358
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---26755
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000006---25725
M-3300005528-18---Ga0068872_10001679---17
TARA_ION_NCLDV_00003---000000000058---488463

AAN36394 Plasmodium falciparum 3D7
M-3300017971-33---Ga0180438_10001894---1
S-1016713-46---1016713_contig_18382---2

XP_005829147 Guillardia theta CCMP2712

XP_002292828 Thalassiosira pseudonana

XP_005758519 Emiliania huxleyi CCMP1516

XP_001730908.1 Malassezia globosa

CAA19267 Schizosaccharomyces pombe

EDZ68741 Saccharomyces cerevisiae

EAA27725 Neurospora crassa

XP_001399315 Aspergillus niger

XP_001797863 Parastagonospora nodorum

EDN26619 Botrytis cinerea

XP_001797862 Parastagonospora nodorum

XP_001425068 Paramecium tetraurelia strain d4-2

EAS07559 Tetrahymena thermophila

CDW?74603 Stylonychia lemnae

EJY66963 Oxytricha trifallax

EWM28680 Nannochloropsis gaditana

XP_004339855 Acanthamoeba castellanii str. Neff

XP_643878 Dictyostelium discoideum

EFA80675 Heterostelium album PN500

GAM21549 Acytostelium subglobosum LB1

XP_005849441 Chlorella variabilis

XP_001701674 Chlamydomonas reinhardtii

XP_003059859 Micromonas pusilla CCMP1545

AB094495 Ostreococcus sp. 'lucimarinus'

XP_001773887 Physcomitrium patens

NP_001146612 Zea mays

NP_001066926.1 Oryza sativa Japonica Group

XP_002327280 Populus trichocarpa

Q94K73 Arabidopsis thaliana

CAG25207 Plasmodium falciparum 3D7

XP_952550 Theileria annulata

XP_001610235 Babesia bovis

XP_002682563 Naegleria gruberi

XP_005836142 Guillardia theta CCMP2712

XP_005713747 Chondrus crispus

XP_005708750 Galdieria sulphuraria

NP_507852 Caenorhabditis elegans

CDP98636 Brugia malayi

XP_001748255 Monosiga brevicollis

XP_003384658 Amphimedon queenslandica

XP_002115580 Trichoplax adhaerens

XP_002162941 Hydra vulgaris

XP_002604620 Branchiostoma floridae

AAF58310.1 Drosophila melanogaster

XP_002412570 Ixodes scapularis

XP_002576409 Schistosoma mansoni

XP_002124400 Ciona intestinalis

XP_001194396 Strongylocentrotus purpuratus

BAD97143.1 Homo sapiens

NP_001099064 Danio rerio

XP_005712527 Chondrus crispus
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KKWO01209 Candidatus Saccharibacteria bacterium GW2011_GWC2_48 9
AHB40082 candidate division WWE3 bacterium RAAC2_WWE3_ 1
KKS10075 candidate division WWES3 bacterium GW2011_GWF2_41_45
KKS39362 candidate division WWES3 bacterium GW2011_GWF1_42_14
B9ILO0I4.1 Thermomicrobium roseum DSM 5159

KKT02874 Candidatus Peregrinibacteria bacterium GW2011_GWF2_43 17
KKQ68971 Candidatus Peregrinibacteria bacterium GW2011_GWF2_38 29
KKRO07006 Candidatus Peregrinibacteria bacterium GW2011_GWC2_39 14
WP_023791385 candidate division SR1 bacterium RAAC1_SR1_1
WP_041891604 candidate division SR1 bacterium MGEHA
AKH32992 candidate division SR1 bacterium Aalborg_ AAW-1
NP_711569 Leptospira interrogans serovar Lai str. 56601
YP_003251124 Fibrobacter succinogenes subsp. succinogenes S85
XP_002904060 Phytophthora infestans T30-4

XP_002679995 Naegleria gruberi

XP_004335218 Acanthamoeba castellanii str. Neff

P99129 Staphylococcus aureus subsp. aureus N315

AAK81132 Clostridium acetobutylicum

WP_008826076 Haloplasma contractile

ABX81556 Acholeplasma laidlawii

NP_078330 Ureaplasma parvum serovar 3 str. ATCC 700970
NP_072916.1 Mycoplasma genitalium G37

WP_020255867 Candidatus Paceibacter normanii

KKP88375 Berkelbacteria bacterium GW2011_GWA2_35 9
KKQ91038 Berkelbacteria bacterium GW2011_GWA1 39 10
KKQ18873 Berkelbacteria bacterium GW2011_GWA1 36 9
ACZ42747 Thermobaculum terrenum ATCC BAA-798

Q9L2H9 Streptomyces coelicolor

Q5YZT7 Nocardia farcinica

NP_216873 Mycobacterium tuberculosis H37Rv

BAL58685 Candidatus Acetothermum autotrophicum

AEP12120 Chloracidobacterium thermophilum

KJJ83538 Candidatus Omnitrophus magneticus

WP_016482276 Chthonomonas calidirosea

YP_001636083 Chloroflexus aurantiacus J-10-fl

Q72L85.1 Thermus thermophilus HB27

AAF11606.1 Deinococcus radiodurans

ACD83294.1 Methylacidiphilum infernorum V4

ACDO05592 Akkermansia muciniphila ATCC BAA-835

ACB74288 Opitutus terrae

EWM27167 Nannochloropsis gaditana

XP_005831790 Guillardia theta CCMP2712

XP_002288120 Thalassiosira pseudonana

XP_009032491 Aureococcus anophagefferens

KKP24701 candidate division TM6 bacterium GW2011_GWF2_28 16
KKP35480 candidate division TM6 bacterium GW2011_GWF2_32_ 72
KKS68270 candidate division TM6 bacterium GW2011_GWE2_42_60
KJJ84721 Candidatus Omnitrophus magneticus

WP_018200922 Hydrogenedentes bacterium JGI 0000077-D07
EDM29426 Lentisphaera araneosa

WP_029996877 Marinimicrobia bacterium SCGC AAA003-L08
BAMO03395 Phycisphaera mikurensis

NP_869478 Rhodopirellula baltica SH 1

ADB19011 Pirellula staleyi DSM 6068

WP_022637298 Chitinivibrio alkaliphilus

KJJ84412 Candidatus Omnitrophus magneticus

AAW39908.1 Dehalococcoides mccartyi 195

WP_018201592 Candidatus Microgenomatus auricola

AGL62487 Candidatus Saccharimonas aalborgensis

KKR05693 candidate division WS6 bacterium GW2011_GWF2_39 15
KKP82560 candidate division WS6 bacterium GW2011_GWD1_35 594
WP_014624447 Spirochaeta thermophila

NP_212505 Borreliella burgdorferi B31

EQB64054 candidate division Zixibacteria bacterium RBG-1
WP_041355803 Melioribacter roseus P3M-2

AFH50315 Ignavibacterium album JCM 16511

EHO42410 Caldithrix abyssi DSM 13497

WP_026849932 Gemmatimonas phototrophica

YP_002760421 Gemmatimonas aurantiaca T-27

ABG60722 Cytophaga hutchinsonii

YP_001193149 Flavobacterium johnsoniae UW101

YP_097695 Bacteroides fragilis YCH46

YP_002014737 Prosthecochloris aestuarii DSM 271

ABL64115 Chlorobium phaeobacteroides DSM 266

ACF10451 Chlorobaculum parvum NCIB 8327

AJF61228 archaeon GW2011 AR15

KHO48738 archaeon GW2011_AR1

YP_919701 Thermofilum pendens Hrk 5

EET90183 Candidatus Micrarchaeum acidiphilum ARMAN-2
YP_001737665 Candidatus Korarchaeum cryptofilum OPF8
AAR39262.1 Nanoarchaeum equitans Kin4-M

KHO47561 archaeon GW2011_AR5

AJF62321 archaeon GW2011_AR20

WP_004578078 Candidatus Nanobsidianus stetteri

KHO55348 archaeon GW2011_AR19

KHO50324 archaeon GW2011_AR13

EFD93119 Candidatus Parvarchaeum acidophilus ARMAN-5
EEZ93158 Candidatus Parvarchaeum acidiphilum ARMAN-4
BAJ49678 Candidatus Caldarchaeum subterraneum
YP_006863126 Candidatus Nitrososphaera gargensis

AIF83056 Candidatus Nitrososphaera evergladensis SR1
YP_876837 Cenarchaeum symbiosum A

WP_010191524 Candidatus Nitrosarchaeum limnium

EGP92792 Nitrosarchaeum koreense

ABX11963.1 Nitrosopumilus maritimus SCM1

AJA92304 Candidatus Nitrosopelagicus brevis

CDI06554 Candidatus Nitrosotenuis uzonensis

WP_042683899 Candidatus Nitrosotenuis chungbukensis
AJZ76091 Candidatus Nitrosotenuis cloacae

YP_001540172 Caldivirga maquilingensis IC-167

YP_004244059 Vulcanisaeta moutnovskia 768-28

AAL64073.1 Pyrobaculum aerophilum str. IM2

YP_001794804 Pyrobaculum neutrophilum V24Sta
YP_001041137 Staphylothermus marinus F1

YP_006362708 Thermogladius calderae 1633

YP_003650394 Thermosphaera aggregans DSM 11486
YP_004176029 Desulfurococcus mucosus DSM 2162
YP_003860063 Ignisphaera aggregans DSM 17230
YP_005842211 Fervidicoccus fontis Kam940

EHP69601 Metallosphaera yellowstonensis MK1

NP_376224 Sulfurisphaera tokodaii str. 7

YP_001435157 Ignicoccus hospitalis KIN4/I

NP_148072 Aeropyrum pernix K1

YP_007175286 Caldisphaera lagunensis DSM 15908
YP_003815576 Acidilobus saccharovorans 345-15

YP_023892 Picrophilus torridus DSM 9790

KKK45220 Lokiarchaeum sp. GC14_75
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165361
WP_041910032 Candidatus lainarchaeum andersonii

YP_183391 Thermococcus kodakarensis KOD1

NP_143467 Pyrococcus horikoshii OT3

NP_579356 Pyrococcus furiosus DSM 3638

NP_987332 Methanopyrus kandleri AV19

NP_247199 Methanococcus maripaludis S2

YP_004003797 Methanothermus fervidus DSM 2088

EKF84686 Methanobacterium formicicum DSM 3637
YP_004289884 Methanobacterium lacus

NP_613439 Thermoplasma acidophilum DSM 1728

NP_069749 Archaeoglobus fulgidus DSM 4304

YP_003435854 Ferroglobus placidus DSM 10642

YP_004340945 Archaeoglobus veneficus SNP6

YP_003541860 Methanohalophilus mahii DSM 5219

AKB59907 Methanosarcina barkeri 227

YP_003355203 Methanocella paludicola SANAE

KCZ73120 Candidatus Methanoperedens nitroreducens
EGQ43370 Candidatus Nanosalina sp. JO7AB43

EGQ40778 Candidatus Nanosalinarum sp. JO7AB56

EGQ43369 Candidatus Nanosalina sp. JO7AB43

YP_001690106 Halorubrum lacusprofundi ATCC 49239
CAP14760.1 Halobacterium salinarum R1

YP_003480122 Natrialba magadii ATCC 43099

YP_004808981 halophilic archaeon DL31

YP_002564968 Methanocaldococcus jannaschii DSM 2661
EHR76685 uncultured Candidatus Poseidoniales archaeon
AGI85826 Candidatus Methanomethylophilus alvus Mx1201
YP_003483107 Aciduliprofundum boonei T469
TARA_PSW_NCLDV_00001---000000000012---571321
M-3300014493-9---Ga0182016_10000718---12
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34314
Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000063---39654
Mimiviridae_ MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000009---42630
M-3300006056-32---Ga0075163_10015314---6

Mimiviridae_ MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000041---37188
Mimiviridae_KY684083_ Catovirus_CTV1_Catovirus_1---000000000001---22486
SRX696246.4.dc---contig_894---96
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000001---25600
Mimiviridae_MK072437_Satyrvirus_sp_clone_Satyrvirus_1---000000000026---42893
S-3300009084-161---3300009084.aGa0105046_10017066---10
S-3300009084-161---3300009084.aGa0105046_10017066---11
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---27913
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21420
XP_656678 Entamoeba histolytica HM-1:IMSS

ETO35138 Reticulomyxa filosa

XP_005821035 Guillardia theta CCMP2712

EST46925 Spironucleus salmonicida

XP_001706310 Giardia intestinalis

XP_001315566 Trichomonas vaginalis

XP_002675607 Naegleria gruberi

ETO02559 Reticulomyxa filosa

XP_002672955 Naegleria gruberi

XP_004352908 Acanthamoeba castellanii str. Neff

XP_638501 Dictyostelium discoideum

EFA82757 Heterostelium album PN500

GAM27924 Acytostelium subglobosum LB1

XP_005707414 Galdieria sulphuraria

XP_005711324 Chondrus crispus

XP_003058222 Micromonas pusilla CCMP1545

ABO97238 Ostreococcus sp. 'lucimarinus'

XP_005850566 Chlorella variabilis

XP_001702190 Chlamydomonas reinhardtii

XP_001781733 Physcomitrium patens

XP_008669487 Zea mays

CAEO05155 Oryza sativa Japonica Group

XP_008664405 Zea mays

NP_001062369 Oryza sativa Japonica Group

EEE82683 Populus trichocarpa

023627 Arabidopsis thaliana

XP_005790092 Emiliania huxleyi CCMP1516

XP_005841321 Guillardia theta CCMP2712

EAN79916 Trypanosoma brucei

XP_001686967 Leishmania major

EPY?22877 Strigomonas culicis

EPY37636 Angomonas deanei

XP_002908377 Phytophthora infestans T30-4

XP_002287000 Thalassiosira pseudonana

EWM21480 Nannochloropsis gaditana

XP_009041132 Aureococcus anophagefferens

XP_001444893 Paramecium tetraurelia strain d4-2

EAR92093 Tetrahymena thermophila

CDW87462 Stylonychia lemnae

EJY85911 Oxytricha trifallax

XP_002774168 Perkinsus marinus ATCC 50983

XP_627011 Cryptosporidium parvum

XP_011128950 Gregarina niphandrodes

XP_001348371 Plasmodium falciparum 3D7

XP_954302 Theileria annulata

XP_001609027 Babesia bovis

XP_001729902 Malassezia globosa

NP_593935 Schizosaccharomyces pombe

EEU04303 Saccharomyces cerevisiae

NP_015406 Saccharomyces cerevisiae

XP_001395309 Aspergillus niger

XP_001799446 Parastagonospora nodorum

XP_001554992 Botrytis cinerea

EAA28055 Neurospora crassa

XP_001747184 Monosiga brevicollis

XP_001315567 Trichomonas vaginalis

XP_002157134 Hydra vulgaris

XP_001637887 Nematostella vectensis

XP_002118155 Trichoplax adhaerens

XP_003386096 Amphimedon queenslandica

XP_001195994 Strongylocentrotus purpuratus

XP_002606155 Branchiostoma floridae

XP_002130910 Ciona intestinalis

P41250.2 Homo sapiens

XP_692410 Danio rerio

XP_002415867 Ixodes scapularis

XP_002575438 Schistosoma mansoni

Q10039 Caenorhabditis elegans

CDQO03764 Brugia malayi

XP_002401141 Ixodes scapularis

ACX32978 Drosophila melanogaster

XP_002401140 Ixodes scapularis
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YP_007627331 Chondrus crispus

XP_002906468 Phytophthora infestans T30-4
XP_004355012 Acanthamoeba castellanii str. Neff
EAR93827 Tetrahymena thermophila

XP_002679086 Naegleria gruberi
XP_646319 Dictyostelium discoideum
EFA78801 Heterostelium album PN500
GAM27701 Acytostelium subglobosum LB1

CAD52015 Plasmodium falciparum 3D7

XP_952283 Theileria annulata

XP_001611649 Babesia bovis

Mimiviridae_KY684103_Hokovirus_HKV1_ Hokovirus_1---000000000001---24805
M-3300009681-26---Ga0116174_10013158---2
M-3300017963-13---Ga0180437_10008365---10
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165988
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000006---25735
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---21886
M-3300007619-1---Ga0102947_1001569---2
S-3300009084-161---3300009084.aGa0105046_10022405---2
S-3300005286-75---3300005286.aGa0065721_10051846---18

XP_005823739 Guillardia theta CCMP2712

XP_009034678 Aureococcus anophagefferens

XP_002782199 Perkinsus marinus ATCC 50983

XP_005829814 Guillardia theta CCMP2712

XP_003061583 Micromonas pusilla CCMP1545

ABO98849 Ostreococcus sp. 'lucimarinus'

XP_005772361 Emiliania huxleyi CCMP1516

XP_001684653.1 Leishmania major

AAZ11768 Trypanosoma brucei

EPY25545 Strigomonas culicis

EPY42056 Angomonas deanei

XP_002671353 Naegleria gruberi

XP_004340698 Acanthamoeba castellanii str. Neff

XP_005842540 Guillardia theta CCMP2712

EWM27083 Nannochloropsis gaditana

XP_002290086 Thalassiosira pseudonana

XP_009039238 Aureococcus anophagefferens

XP_003063705 Micromonas pusilla CCMP1545

ABP00834 Ostreococcus sp. 'lucimarinus'

XP_005844064 Chlorella variabilis

XP_001699897 Chlamydomonas reinhardtii

XP_001759735 Physcomitrium patens

XP_001784476 Physcomitrium patens

DAA53136 Zea mays

NP_001048157.1 Oryza sativa Japonica Group

XP_006381412 Populus trichocarpa

NP_190196 Arabidopsis thaliana

oPacV_662---000000000009---607258
M-3300018426-35---Ga0181566_10008964---7

Schulz_GVMAG_S_ERX555964_61---000000000004---394064
Schulz_GVMAG_S_ERX555967_69---000000000001---397342
S-ERX555967-69---ERX555967_contig_239---62

S-3300005613-53---3300005613.aGa0074649_1000575---35
M-3300006900-23---Ga0066376_10000825---20
M-3300017971-33---Ga0180438_10002355---29
M-3300023174-12---Ga0214921_10027950---2
Moniruzzaman_MM16_ERX552300_8_dc---000000000010---127252
S-1015567-333---1015567_contig_14912---15
TARA_PSW_NCLDV_00001---000000000053---572013
TARA_AOS_NCLDV_00001---000000000022---430873

ETO36768 Reticulomyxa filosa

SRX696246.4.dc---contig_367---131

M-3300020505-5---Ga0208088_1000128---9
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27121
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20717
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000007---36488
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000008---40636
Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000002---38688
M-3300005286-3---Ga0065721_10058143---5
M-3300014493-9---Ga0182016_10004589---3
Mimiviridae_MKQ071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000007---34895
XP_002434115 Ixodes scapularis -
AAN37041 Plasmodium falciparum 3D7
XP_627292 Cryptosporidium parvum
XP_011130478 Gregarina niphandrodes
XP_954571 Theileria annulata

XP_001609284 Babesia bovis

XP_001460357 Paramecium tetraurelia strain d4-2
EAR84252 Tetrahymena thermophila
CDW89297 Stylonychia lemnae

EJY85606 Oxytricha trifallax

EAY07097 Trichomonas vaginalis
M-3300010375-16---Ga0105239_10000092---64
EJY75612 Oxytricha trifallax

CDW85294 Stylonychia lemnae

EST46937 Spironucleus salmonicida
XP_001709050 Giardia intestinalis
XP_005845244 Chlorella variabilis
XP_008647705 Zea mays

EEE62356.1 Oryza sativa Japonica Group
XP_002325939 Populus trichocarpa
NP_186925 Arabidopsis thaliana
XP_005708502 Galdieria sulphuraria
XP_005716579 Chondrus crispus
XP_002294336 Thalassiosira pseudonana
XP_002909994 Phytophthora infestans T30-4
EWM29435 Nannochloropsis gaditana
XP_644303 Dictyostelium discoideum
EFA82934 Heterostelium album PN500
GAM25953 Acytostelium subglobosum LB1
XP_001728924.1 Malassezia globosa
AAA34695 Saccharomyces cerevisiae
CAA17892 Schizosaccharomyces pombe
EAA30025 Neurospora crassa

XP_001554110 Botrytis cinerea
XP_001791054 Parastagonospora nodorum
XP_001389271 Aspergillus niger

XP_655565 Entamoeba histolytica HM-1:IMSS
XP_002125799 Ciona intestinalis
NP_001004586 Danio rerio

BAG35813.1 Homo sapiens

P12081.2 Homo sapiens

XP_002114134 Trichoplax adhaerens
XP_002585554 Branchiostoma floridae
XP_787474 Strongylocentrotus purpuratus
XP_001633827 Nematostella vectensis
XP_002162116 Hydra vulgaris

XP_001745839 Monosiga brevicollis
XP_002573774 Schistosoma mansoni
XP_003387926 Amphimedon queenslandica
AAF48856.1 Drosophila melanogaster
XP_002403927 Ixodes scapularis

CAA93416 Caenorhabditis elegans
CDP95339 Brugia malayi

XP_001895791 Brugia malayi
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NP_229162.1 Thermotoga maritima

WP_012209417 Petrotoga mobilis SJ95

YP_002939744.1 Kosmotoga olearia

YP_003317499.1 Thermanaerovibrio acidaminovorans
WP_037978106 Synergistes jonesii

WP_013048349 Aminobacterium colombiense

WP_029717377 Atribacteria bacterium SCGC AAA255-G05
YP_003306433.1 Streptobacillus moniliformis

WP_013387118 Ilyobacter polytropus

NP_602981.1 Fusobacterium nucleatum

WP_041888137 Candidatus Aerophobus profundus

KJJ85105 Candidatus Omnitrophus magneticus

YP_001876033.1 Elusimicrobium minutum

WP_029230140 Calescamantes bacterium JGI 0000106-117
WP_014450517 Leptospirillum ferrooxidans

WP_029666713 Calescamantes bacterium JGI 0000106-M22
Q97JJ1.1 Helicobacter pylori J99

WP_015901933 Nautilia profundicola

CAL35179 Campylobacter jejuni

KKP24765 candidate division TM6 bacterium GW2011_GWF2_28 16
KKP35441 candidate division TM6 bacterium GW2011_GWF2_32_72
KKS68181 candidate division TM6 bacterium GW2011_GWE2_42_60
WP_013638246 Desulfurobacterium thermolithotrophum
YP_003432502.1 Hydrogenobacter thermophilus

NP_213211 Aquifex aeolicus

YP_002248496.1 Thermodesulfovibrio yellowstonii

AEH45247 Thermodesulfatator indicus

WP_013909698 Thermodesulfobacterium geofontis
WP_038060028 Thermodesulfobacterium commune
WP_015745669 Candidatus Methylomirabilis oxyfera
WP_020258831 Candidatus Aminicenans sakinawicola
WP_014098840 Chloracidobacterium thermophilum

ABJ86302 Candidatus Solibacter usitatus

ACO32207 Acidobacterium capsulatum

WP_013247663 Nitrospira defluvii

YP_011144 Desulfovibrio vulgaris str. Hildenborough
NP_954177.1 Geobacter sulfurreducens

WP_013506139 Desulfurispirillum indicum

WP_027389990 Chrysiogenes arsenatis

WP_042252362 Nitrospina gracilis

WP_013011045 Denitrovibrio acetiphilus

WP_013007901 Deferribacter desulfuricans

WP_013451205 Calditerrivibrio nitroreducens

YP_628632 Myxococcus xanthus

EAU54445 Mariprofundus ferrooxydans

YP_866054.1 Magnetococcus marinus MC-1

AAL54285 Brucella melitensis bv. 1 str. 16M

YP_468370 Rhizobium etli CFN 42

NP_353710 Agrobacterium tumefaciens

NP_414567 Escherichia coli str. K-12 substr. MG1655
YP_207244 Neisseria gonorrhoeae FA 1090

CAD85060.1 Nitrosomonas europaea

AAU46160 Burkholderia mallei ATCC 23344

AAU50245 Burkholderia mallei ATCC 23344

ACO77407 Azotobacter vinelandii

ABY96560 Pseudomonas putida GB-1

NP_711506.1 Leptospira interrogans serovar Lai str. 56601
BAMO03251 Phycisphaera mikurensis

WP_012375509 Opitutus terrae

YP_001939026 Methylacidiphilum infernorum V4

ACDO04033 Akkermansia muciniphila ATCC BAA-835
WP_025227851 Fimbriimonas ginsengisoli

WP_044950016 Chthonomonas calidirosea

CAB13417 Bacillus subtilis

P67509 Staphylococcus aureus subsp. aureus N315
NP_269588.1 Streptococcus pyogenes serotype M1
WP_008826281 Haloplasma contractile

WP_012242649 Acholeplasma laidlawii

NP_078246 Ureaplasma parvum serovar 3 str. ATCC 700970
NP_073015.2 Mycoplasma genitalium G37

EAR89275 Tetrahymena thermophila

CDW87946 Stylonychia lemnae

EJY77220 Oxytricha trifallax

AAN36328 Plasmodium falciparum 3D7

XP_952176 Theileria annulata

XP_001610095 Babesia bovis

XP_005704090 Galdieria sulphuraria

XP_005717633 Chondrus crispus

ABA23379 Trichormus variabilis

NP_683120.1 Thermosynechococcus elongatus AM1
YP_172379.1 Synechococcus elongatus PCC 6301
XP_009034930 Aureococcus anophagefferens

XP_005769777 Emiliania huxleyi CCMP1516

EWM29120 Nannochloropsis gaditana

XP_002286281 Thalassiosira pseudonana

XP_005832559 Guillardia theta CCMP2712

XP_005844428 Chlorella variabilis

XP_001698905 Chlamydomonas reinhardtii

XP_003064641 Micromonas pusilla CCMP1545

ABO95421 Ostreococcus sp. 'lucimarinus'

XP_001757112 Physcomitrium patens

NP_001048293.1 Oryza sativa Japonica Group

XP_002314391 Populus trichocarpa

NP_199714 Arabidopsis thaliana

XP_004334849 Acanthamoeba castellanii str. Neff
XP_002678505 Naegleria gruberi

XP_629275 Dictyostelium discoideum

EFA82307 Heterostelium album PN500

GAM27902 Acytostelium subglobosum LB1

XP_002896961 Phytophthora infestans T30-4

XP_005770434 Emiliania huxleyi CCMP1516

XP_001731068.1 Malassezia globosa

XP_001745806 Monosiga brevicollis

CAB52155 Schizosaccharomyces pombe

EDN61099 Saccharomyces cerevisiae

XP_001791094 Parastagonospora nodorum

XP_001395235 Aspergillus niger

XP_001555569 Botrytis cinerea

EAA35510 Neurospora crassa

XP_003387415 Amphimedon queenslandica

XP_002113888 Trichoplax adhaerens

XP_002572858 Schistosoma mansoni

NP_648837.2 Drosophila melanogaster

BAC76731 Caenorhabditis elegans

XP_001901313 Brugia malayi

XP_002597217 Branchiostoma floridae

XP_784868 Strongylocentrotus purpuratus

XP_002131649 Ciona intestinalis

NP_060530 Homo sapiens

NP_001157270 Danio rerio

NP_614182.1 Methanopyrus kandleri AV19

YP_004004672 Methanothermus fervidus DSM 2088

EKF86854 Methanobacterium formicicum DSM 3637
YP_004289378 Methanobacterium lacus

NP_988594.1 Methanococcus maripaludis S2

NP_247942.1 Methanocaldococcus jannaschii DSM 2661
YP_184161.1 Thermococcus kodakarensis KOD1

NP_142976.1 Pyrococcus horikoshii OT3

NP_578825.1 Pyrococcus furiosus DSM 3638

YP_007713130 Candidatus Methanomethylophilus alvus Mx1201
NP_069467 Archaeoglobus fulgidus DSM 4304

YP_003436033 Ferroglobus placidus DSM 10642

YP_004340816 Archaeoglobus veneficus SNP6

YP_003479880 Natrialba magadii ATCC 43099

CAP14624.1 Halobacterium salinarum R1

YP_004807558 halophilic archaeon DL31

YP_002565555.1 Halorubrum lacusprofundi ATCC 49239
KCZ72254 Candidatus Methanoperedens nitroreducens
YP_003355275 Methanocella paludicola SANAE

AKB57937 Methanosarcina barkeri 227

YP_003541951 Methanohalophilus mahii DSM 5219

AJF61934 archaeon GW2011_AR15

KKK42343 Lokiarchaeum sp. GC14_75

WP_041908993 Candidatus lainarchaeum andersonii

KHO47601 archaeon GW2011_AR5

EET90402 Candidatus Micrarchaeum acidiphilum ARMAN-2
WP_004577827 Candidatus Nanobsidianus stetteri

AAR39083.1 Nanoarchaeum equitans Kin4-M

EHKO00776 Candidatus Haloredivivus sp. G17

EGQ39875 Candidatus Nanosalinarum sp. JO7AB56

EGQ43252 Candidatus Nanosalina sp. JO7AB43

YP_001737628 Candidatus Korarchaeum cryptofilum OPF8
YP_919543 Thermofilum pendens Hrk 5

YP_001040087 Staphylothermus marinus F1

YP_006363378 Thermogladius calderae 1633

YP_003649775 Thermosphaera aggregans DSM 11486
YP_004176151 Desulfurococcus mucosus DSM 2162

EHP69431 Metallosphaera yellowstonensis MK1

NP_376312 Sulfurisphaera tokodaii str. 7

NP_147189 Aeropyrum pernix K1

YP_007174906 Caldisphaera lagunensis DSM 15908
YP_003815783 Acidilobus saccharovorans 345-15

EFD92348 Candidatus Parvarchaeum acidophilus ARMAN-5
EEZ92476 Candidatus Parvarchaeum acidiphilum ARMAN-4
YP_005842424 Fervidicoccus fontis Kam940

YP_003860569 Ignisphaera aggregans DSM 17230
YP_001435603.1 Ignicoccus hospitalis KIN4/I

BAJ49589 Candidatus Caldarchaeum subterraneum

AAL63605.1 Pyrobaculum aerophilum str. IM2

YP_001794062.1 Pyrobaculum neutrophilum V24Sta
YP_004245812 Vulcanisaeta moutnovskia 768-28

YP_001541014 Caldivirga maquilingensis 1C-167

YP_006861176 Candidatus Nitrososphaera gargensis

AIF85060 Candidatus Nitrososphaera evergladensis SR1
CDI05899 Candidatus Nitrosotenuis uzonensis

WP_042687036 Candidatus Nitrosotenuis chungbukensis
AJZ75104 Candidatus Nitrosotenuis cloacae

AJA92978 Candidatus Nitrosopelagicus brevis

YP_875061 Cenarchaeum symbiosum A

ABX13016.1 Nitrosopumilus maritimus SCM1

WP_010189786 Candidatus Nitrosarchaeum limnium

EGP94070 Nitrosarchaeum koreense

KKR05992 candidate division WS6 bacterium GW2011 _GWF2_39 15
KHO53928 archaeon GW2011_AR18

ACZ41894 Thermobaculum terrenum ATCC BAA-798
YP_002522302.1 Thermomicrobium roseum DSM 5159
KKQ18121 Berkelbacteria bacterium GW2011_GWA1 36 9
WP_029998055 Marinimicrobia bacterium SCGC AAA003-L08
EGQ39874 Candidatus Nanosalinarum sp. JO7AB56
WP_008085070 Aciduliprofundum boonei T469

YP_023189 Picrophilus torridus DSM 9790

NP_394338.1 Thermoplasma acidophilum DSM 1728
WP_020255874 Candidatus Paceibacter normanii

AJF62502 archaeon GW2011_AR20

BAL59088 Candidatus Acetothermum autotrophicum

AAKB80978.1 Clostridium acetobutylicum

WP_017889157 Candidatus Caldatribacterium californiense
WP_012583781 Dictyoglomus turgidum

WP_012548118 Dictyoglomus thermophilum

AAW39707.1 Dehalococcoides mccartyi 195

ABY35897 Chloroflexus aurantiacus J-10-fl

WP_014452912 Caldisericum exile

AAF10907.1 Deinococcus radiodurans

NP_626335 Streptomyces coelicolor

AAS81050.1 Thermus thermophilus HB27

NP_867726 Rhodopirellula baltica SH 1

ADB17939 Pirellula staleyi DSM 6068

EHR77047 uncultured Candidatus Poseidoniales archaeon
WP_043581564 Gemmatimonas phototrophica

YP_002760911.1 Gemmatimonas aurantiaca T-27

EQB62524 candidate division Zixibacteria bacterium RBG-1
WP_015424316 Candidatus Cloacimonas acidaminovorans
WP_011587014 Cytophaga hutchinsonii

YP_001193058.1 Flavobacterium johnsoniae UW101

YP_099556 Bacteroides fragilis YCH46

EHO42377 Caldithrix abyssi DSM 13497

AFN75342 Melioribacter roseus P3M-2

AFH48185 Ignavibacterium album JCM 16511

ACF12118 Chlorobaculum parvum NCIB 8327

YP_002016374.1 Prosthecochloris aestuarii DSM 271

ABL66004 Chlorobium phaeobacteroides DSM 266

KKQ16297 candidate division WS6 bacterium GW2011_GWF1_36 8
KKP81739 candidate division WS6 bacterium GW2011_GWD1_35_594
KHO49006 archaeon GW2011_AR1

KKK45158 Lokiarchaeum sp. GC14_75

AGL62429 Candidatus Saccharimonas aalborgensis

KKW02675 Candidatus Saccharibacteria bacterium GW2011_GWC2_48 9
AKH33034 candidate division SR1 bacterium Aalborg_ AAW-1
AHB40116 candidate division WWES3 bacterium RAAC2_WWE3_1
KKS09584 candidate division WWE3 bacterium GW2011_GWF2_41 45
KKS39175 candidate division WWE3 bacterium GW2011_GWF1_42_ 14
KKQ69035 Candidatus Peregrinibacteria bacterium GW2011_GWF2_38_29
KKR06941 Candidatus Peregrinibacteria bacterium GW2011_GWC2_39 14
KKT02790 Candidatus Peregrinibacteria bacterium GW2011_GWF2_43 17
KKP88060 Berkelbacteria bacterium GW2011 _GWA2_ 35 9
KHO52027 archaeon GW2011_AR13

WP_023791124 candidate division SR1 bacterium RAAC1_SR1_1
WP_041889363 candidate division SR1 bacterium MGEHA
NP_220984.1 Rickettsia prowazekii

Q5YYWD9 Nocardia farcinica

NP_216052.1 Mycobacterium tuberculosis H37Rv
YP_003249880.1 Fibrobacter succinogenes subsp. succinogenes S85
WP_022635785 Chitinivibrio alkaliphilus

WP_013314371 Spirochaeta thermophila

AAC67179 Borreliella burgdorferi B31

CCB89477 Simkania negevensis

NP_224317 Chlamydia pneumoniae CWL029

NP_219521 Chlamydia trachomatis D/UW-3/CX

EDM29001 Lentisphaera araneosa
M-3300024062-1---Ga0255039_10000002---3
S-1041349-163---1041349_contig_46---45

XP_001309389 Trichomonas vaginalis

XP_655936 Entamoeba histolytica HM-1:IMSS

EST44472 Spironucleus salmonicida

XP_001705218 Giardia intestinalis

CDW88578 Stylonychia lemnae

EJY84572 Oxytricha trifallax

XP_001023177 Tetrahymena thermophila

XP_001444802 Paramecium tetraurelia strain d4-2
XP_001430479 Paramecium tetraurelia strain d4-2
XP_002780570 Perkinsus marinus ATCC 50983

XP_011129587 Gregarina niphandrodes

XP_001388128 Cryptosporidium parvum

CAD52468 Plasmodium falciparum 3D7

XP_952410 Theileria annulata

XP_001611793 Babesia bovis

XP_002679956 Naegleria gruberi

XP_823143 Trypanosoma brucei

XP_001687149.1 Leishmania major

EPY29084 Strigomonas culicis

EPY33543 Angomonas deanei

ETO37045 Reticulomyxa filosa

XP_005841098 Guillardia theta CCMP2712

XP_005834457 Guillardia theta CCMP2712

XP_005765975 Emiliania huxleyi CCMP1516

XP_005705297 Galdieria sulphuraria

XP_005714910 Chondrus crispus

XP_002903941 Phytophthora infestans T30-4

XP_009041958 Aureococcus anophagefferens

EWM26374 Nannochloropsis gaditana

XP_002292924 Thalassiosira pseudonana

XP_003056474 Micromonas pusilla CCMP1545

ABO94713 Ostreococcus sp. 'lucimarinus'

XP_005851424 Chlorella variabilis

XP_001698233 Chlamydomonas reinhardtii

XP_001775835 Physcomitrium patens

XP_008659780 Zea mays

EEE66110.1 Oryza sativa Japonica Group

XP_006372912 Populus trichocarpa

NP_192770 Arabidopsis thaliana

XP_004344842 Acanthamoeba castellanii str. Neff

XP_642268 Dictyostelium discoideum

EFA74909 Heterostelium album PN500

GAM21711 Acytostelium subglobosum LB1

GAM17703 Acytostelium subglobosum LB1

XP_001742550 Monosiga brevicollis

XP_001731519.1 Malassezia globosa

BAA21439 Schizosaccharomyces pombe

NP_009477 Saccharomyces cerevisiae

XP_001802078 Parastagonospora nodorum

XP_001392792 Aspergillus niger

XP_001548195 Botrytis cinerea

EAA26778 Neurospora crassa

NP_501914 Caenorhabditis elegans

CDQO02829 Brugia malayi

NP_524840 Drosophila melanogaster

XP_002413624 Ixodes scapularis

XP_002591512 Branchiostoma floridae

XP_001177513 Strongylocentrotus purpuratus

NP_002152 Homo sapiens

NP_956190 Danio rerio

XP_002120163 Ciona intestinalis

XP_002575514 Schistosoma mansoni

XP_001630713 Nematostella vectensis

XP_002112667 Trichoplax adhaerens

XP_003385671 Amphimedon queenslandica
S-1035085-42---1035085_contig_5090---1
M-3300005528-18---Ga0068872_10015371---2
M-3300023179-150---Ga0214923_10000113---77
Moniruzzaman_MM14_SRX802963_76_dc---000000000007---123817
M-3300013133-39---Ga0172362_10006624---4
M-3300013133-39---Ga0172362_10000394---17
M-3300023174-206---Ga0214921_10001779---15
S-3300010354-157---3300010354.aGa0129333_10031258---2
Schulz_GVMAG_S_3300010354_157---000000000042---376475
M-3300006056-32---Ga0075163_10009330---13
M-3300013132-26---Ga0172372_10004214---19
M-3300007072-7---Ga0073932_1002642---23
TARA_PSW_NCLDV_00003---000000000066---574195
TARA_PON_NCLDV_00003---000000000119---540862
Moniruzzaman_MM11_ERX552257 96 dc---000000000008---114433
ERX552257.96.dc---contig_14060---10
M-3300017724-5---Ga0181388_1000335---10
M-3300001589-9---JG124005J15628_10004781---5
S-1073184-1---1073184_contig_1---3
Mimiviridae_ChoanoV1---000000000006---11732
Moniruzzaman_MMO07_SRX802963_33_dc---000000000013---103432
Schulz_GVMAG_M_3300021365_13---000000000026---268255
M-3300021365-13---Ga0206123 10003304---6
M-3300017967-22---Ga0181590_10001532---2
Schulz_GVMAG_M_3300017967_22---000000000012---236533
Schulz_GVMAG_M_3300017956_15---000000000013---234507
M-3300017956-15---Ga0181580_10003748---2
TARA_MED_NCLDV_00145---000000000005---539010
Moniruzzaman_MM16_SRX802202_77_dc---000000000026---130436
TARA_ION_NCLDV_00001---000000000016---487234
M-3300001348-16---JG120154J14316_10000262---6
S-1016713-46---1016713_contig_6737---1
M-3300017971-33---Ga0180438_10002355---20
TARA_PSW_NCLDV_00006---000000000019---577055
S-1016713-46---1016713_contig_9337---8
TARA_AOS_NCLDV_00023---000000000014---439227
TARA_PSE_NCLDV_00002---000000000030---556231
M-3300012954-26---Ga0163111_10000679---1
Schulz_GVMAG_M_3300027833_42---000000000010---332988
M-3300027833-42---Ga0209092_10000862---9
M-3300023174-128---Ga0214921_10014219---1
Schulz_GVMAG_M_3300008224_9---000000000004---199475
M-3300008224-9---Ga0105350_10000293---22
M-3300017788-78---Ga0169931_10031457---2
Mimiviridae_MKO072199 Gaeavirus_sp_clone_Gaeavirus_1---000000000017---38454
M-3300017788-86---Ga0169931_10007610---3
M-3300013127-27---Ga0172365_10008396---4
M-3300017788-2---Ga0169931_10009381---8
M-3300023179-31---Ga0214923 10008670---4
M-3300023179-4---Ga0214923_10000057---19
M-3300023179-54---Ga0214923 10000891---32
M-3300023179-20---Ga0214923 10010976---7
M-3300027712-35---Ga0209499_1003422---1
M-3300027712-10---Ga0209499_1000949---7
cPacV_1605---000000000001---604569
Schulz_GVMAG_M_3300001352_25---000000000021---186794
Moniruzzaman_MM16_ERX556094_51_dc---000000000029---129640
ERX556094.51.dc---contig_62762---1
Schulz_GVMAG_M_3300020185_49---000000000010---253858
TARA_ARC_NCLDV_00066---000000000007---464698
M-3300023179-2---Ga0214923_10000197---53
S-3300013126-172---3300013126.aGa0172367_10025903---2
M-3300007522-15---Ga0105053_10005274---12
M-3300027754-40---Ga0209596_1000300---27
M-3300023174-140---Ga0214921_10000923---2
TARA_AOS_NCLDV_00009---000000000024---435294
Schulz_GVMAG_M_3300024302_11---000000000002---310783
M-3300024302-11---Ga0233449_1000185---23
TARA_PSW_NCLDV_00004---000000000011---575446
Schulz_GVMAG_M_3300001349_29---000000000002---185491
M-3300001349-29---JG120160J14292_10000268---4
Mimiviridae_MK072132_Faunusvirus_sp_clone_Faunusvirus_1---000000000017---37697
M-3300009697-1---Ga0116231_10012182---2
M-3300024336-7---Ga0233447_1001120---15
Schulz_GVMAG_M_3300024336_7---000000000003---313645
Mimiviridae_MKQ072437_Satyrvirus_sp_clone_Satyrvirus_1---000000000037---43377
S-3300005286-75---3300005286.aGa0065721_10053776---3
S-3300009084-161---3300009084.aGa0105046_10000143---1
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21054
Mimiviridae_MF405918_ Tupanvirus_deep_ocean---000000000001---27467
Mimiviridae_MG807320_Moumouvirus_australiensis_isolate_10A---000000000001---31798
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15778
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---19551
Mimiviridae_MHO046830_Mimivirus_sp_SH_clone---000000000020---32870
Mimiviridae_KU877344 Powai_lake_megavirus_isolate---000000000001---18463
Mimiviridae_JN885990_ Megavirus_courdo7_isolate_Mv13_c7---000000000002---14116
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29443
Mimiviridae_MG779292_Bandra_megavirus_isolate_KK_1---000000000032---31448
Mimiviridae_JN258408_Megavirus_chiliensis---000000000001---13247
Mimiviridae_GU244497_Cafeteria_roenbergensis_virus_BV_PW1---000000000001---12832
M-3300009163-51---Ga0114970_10003282---2
M-3300023179-123---Ga0214923_10011908---4
M-3300004273-3---Ga0066608_1000672---3
M-3300018080-53---Ga0180433_10004028---13
M-3300013133-4---Ga0172362_10016919---1
Mimiviridae_KY684103_Hokovirus_ HKV1 Hokovirus_1---000000000003---24361
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165490
SRX696246.4.dc---contig_367---146
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25909
Mimiviridae_KY684085_Indivirus_ILV1_Indivirus_1---000000000002---23374
Moniruzzaman_MM16_ERX552300_8_dc---000000000004---126829
SRX327722.29.dc---contig_150906---9
SRX327520.21.dc---contig_205087---22
S-1021933-23---1021933_contig_112---12
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000027---36610
M-3300005286-3---Ga0065721_10052026---11
Mimiviridae_MKQ072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000008---40621
Mimiviridae_MKO071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000007---34913
M-3300014493-9---Ga0182016_10001450---17
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000002---22902
M-3300023179-137---Ga0214923_10007232---7
M-3300013094-6---Ga0164297_10006109---2
M-3300023179-103---Ga0214923_10000092---100
M-3300023174-160---Ga0214921_10003696---6
Mimiviridae_MF782455 Bodo_saltans_virus_strain_ NG1---000000000001---28737
TARA_PSW_NCLDV_00001---000000000060---572153
S-1015567-333---1015567_contig_16177---6
S-3300013131-119---3300013131.aGa0172373_10000181---24
M-3300020505-5---Ga0208088_1000050---1
M-3300023179-139---Ga0214923 10001237---16
M-3300004807-10---Ga0007809_10001314---1
M-3300023174-204---Ga0214921_10002485---12
M-3300023174-61---Ga0214921 10015470---2
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XP_005705592 Galdieria sulphuraria

XP_005709851 Chondrus crispus
XP_009037775 Aureococcus anophagefferens
XP_005784060 Emiliania huxleyi CCMP1516
EWM29104 Nannochloropsis gaditana
EED94132 Thalassiosira pseudonana
XP_005821544 Guillardia theta CCMP2712
XP_003061433 Micromonas pusilla CCMP1545
XP_001420444 Ostreococcus sp. 'lucimarinus’
XP_005847896 Chlorella variabilis

EDP05202 Chlamydomonas reinhardtii
EDQ53728 Physcomitrium patens
BAG90009.1 Oryza sativa Japonica Group
XP_008666955 Zea mays

XP_006386045 Populus trichocarpa
NP_187958 Arabidopsis thaliana

XP_002162882 Hydra vulgaris
EPY28396 Strigomonas culicis

l_-_ ——-._ll-.__

XP_001348339 Plasmodium falciparum 3D7
XP_953134 Theileria annulata
XP_001609643 Babesia bovis

GAM26817 Acytostelium subglobosum LB1

" ww

CDW91661 Stylonychia lemnae

EJY69780 Oxytricha trifallax

XP_001749901 Monosiga brevicollis

CAA95947 Saccharomyces cerevisiae

074858 Schizosaccharomyces pombe

EAT81095 Parastagonospora nodorum

XP_001388795 Aspergillus niger

EDN19322 Botrytis cinerea

XP_964757 Neurospora crassa

XP_002998384 Phytophthora infestans T30-4

XP_002679693 Naegleria gruberi

EAL64185 Dictyostelium discoideum

EFA84574 Heterostelium album PN500

GAM23571 Acytostelium subglobosum LB1

XP_005825809 Guillardia theta CCMP2712

EPY34873 Angomonas deanei

XP_845273 Trypanosoma brucei

XP_001684602.1 Leishmania major
M-3300023179-150---Ga0214923_10000191---68
M-3300013132-23---Ga0172372_10023048---5
TARA_PSW_NCLDV_00001---000000000026---571577
M-3300020187-27---Ga0206130_10002628---24
Schulz_GVMAG_M_3300020187_27---000000000014---257576
Schulz_GVMAG_M_3300001352_25---000000000012---186824
cPacV_1605---000000000004---605612
M-3300023174-128---Ga0214921_10003525---12
M-3300009161-71---Ga0114966_10003153---4
M-3300023179-20---Ga0214923_10003562---20
M-3300027712-25---Ga0209499_1008750---5
M-3300027712-35---Ga0209499_1001723---16
TARA_PON_NCLDV_00055---000000000007---554302
TARA_MED_NCLDV_00005---000000000006---499164
TARA_PSE_NCLDV_00005---000000000033---558827
TARA_PSW_NCLDV_00004---000000000008---575290
TARA_AOS_NCLDV_00009---000000000026---435301
M-3300001349-29---JG120160J14292_10001910---12
Schulz_GVMAG_M_3300001349_29---000000000018---185780
S-1016713-46---1016713_contig_17893---1
TARA_PSE_NCLDV_00002---000000000019---556036
TARA_MED_NCLDV_00010---000000000023---502317
TARA_ION_NCLDV_00001---000000000017---487238
Moniruzzaman_MM16_SRX802202_77_dc---000000000014---130206
M-3300025880-17---Ga0209534_10003217---8
Schulz_GVMAG_M_3300025880_17---000000000019---324175
SRX327520.277.dc---contig_72304---25
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000030---40566
Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000072---39150
M-3300013133-4---Ga0172362_10001976---6
Mimiviridae_KY684103_Hokovirus_HKV1 Hokovirus_1---000000000002---23856
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25827
SRX696246.4.dc---contig_367---201
S-3300009084-161---3300009084.aGa0105046_10019093---11
S-3300009084-161---3300009084.aGa0105046_10053728---6
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---26901
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20505
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---22351
M-3300010334-45---Ga0136644_10000460---15
M-3300013127-27---Ga0172365_10000628---2
S-1006661-47---1006661_contig_141---25
M-3300023174-155---Ga0214921_10016389---6
M-3300023184-43---Ga0214919_10017240---1
M-3300023179-4---Ga0214923_10000403---26
M-3300023174-136---Ga0214921_10000311---26
M-3300023179-145---Ga0214923_10002748---20

EAX99324 Trichomonas vaginalis
M-3300004273-3---Ga0066608_1000927---7

EST44993 Spironucleus salmonicida

EDO79710 Giardia intestinalis

ETO20619 Reticulomyxa filosa

ETO32224 Reticulomyxa filosa

ETO20620 Reticulomyxa filosa
M-3300006056-32---Ga0075163_10014709---5
M-3300017963-13---Ga0180437_10007641---12
M-3300020192-26---Ga0163147_10000269---50

XP_846994 Trypanosoma brucei

EPY31096 Angomonas deanei

EPY34406 Strigomonas culicis

XP_001681941.1 Leishmania major

XP_002766916 Perkinsus marinus ATCC 50983

XP_625825 Cryptosporidium parvum

XP_011132543 Gregarina niphandrodes

XP_001350214 Plasmodium falciparum 3D7

XP_955075 Theileria annulata

XP_001609428 Babesia bovis

XP_001444948 Paramecium tetraurelia strain d4-2

EAR84454 Tetrahymena thermophila

CDW?73340 Stylonychia lemnae

EJY73130 Oxytricha trifallax

XP_650600 Entamoeba histolytica HM-1:IMSS

EAL66700 Dictyostelium discoideum

EFA76128 Heterostelium album PN500

GAM18994 Acytostelium subglobosum LB1

XP_004341659 Acanthamoeba castellanii str. Neff
XP_002681958 Naegleria gruberi

EED90960 Thalassiosira pseudonana

XP_002902797 Phytophthora infestans T30-4

AFJ68659 Nannochloropsis gaditana

XP_009039037 Aureococcus anophagefferens
XP_005786622 Emiliania huxleyi CCMP1516

XP_005704525 Galdieria sulphuraria

XP_005717803 Chondrus crispus

XP_005834141 Guillardia theta CCMP2712

EDPO00155 Chlamydomonas reinhardtii

XP_003063815 Micromonas pusilla CCMP1545
XP_001422558 Ostreococcus sp. 'lucimarinus’

EDQ66218 Physcomitrium patens

ACG24307 Zea mays

ABF97355.1 Oryza sativa Japonica Group

EEE75888 Populus trichocarpa

NP_187777 Arabidopsis thaliana

EDP44262.1 Malassezia globosa

Q9UUES6 Schizosaccharomyces pombe

CAA39699 Saccharomyces cerevisiae

XP_957635 Neurospora crassa

XP_001394242 Aspergillus niger

EDN25927 Botrytis cinerea

EAT82803 Parastagonospora nodorum

AAK68395 Caenorhabditis elegans

CDP92701 Brugia malayi

EDQ92882 Monosiga brevicollis

CAZ37473 Schistosoma mansoni

EDV25519 Trichoplax adhaerens

NP_727353.1 Drosophila melanogaster

XP_003383808 Amphimedon queenslandica

EEN63456 Branchiostoma floridae

XP_011672349 Strongylocentrotus purpuratus

XP_002131983 Ciona intestinalis

EECO05161 Ixodes scapularis

XP_002158421 Hydra vulgaris

EDO45972 Nematostella vectensis

NP_001123561.1 Homo sapiens

NP_001002386 Danio rerio
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Moniruzzaman_MM14_SRX802963_76_dc---000000000006---123777

77777777777 TARA_PSW_NCLDV_00001---000000000057---572127
_,_|: 77777777777 S-3300013131-119---3300013131.aGa0172373_10004420---5
] S S-1015567-333---1015567_contig_146544---1

S-1016713-46---1016713_contig_6141---3
SRX327520.277.dc---contig_30703---6
Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000001---24839
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---27889
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21396
Moniruzzaman_MM16_ERX552300_8_dc---000000000008---127122
Mimiviridae_MK072332_Homavirus_sp_clone_Homavirus_1---000000000001---40363
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000003---25039
SRX696246.4.dc---contig_894---33
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000002---22829
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000038---40887
M-3300014493-9---Ga0182016_10007554---9
Mimiviridae_MKO071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000005---34561
ADG56944 Cryptosporidium parvum
Schulz_GVMAG_M_3300001352_25---000000000008---186901
XP_002683126 Naegleria gruberi

XP_828454 Trypanosoma brucei

EPY24479 Angomonas deanei

EPY25569 Strigomonas culicis

XP_001681854.1 Leishmania major

XP_011132947 Gregarina niphandrodes

XP_001388255 Cryptosporidium parvum

CAG25040 Plasmodium falciparum 3D7

XP_953237 Theileria annulata

XP_001611815 Babesia bovis

XP_005766411 Emiliania huxleyi CCMP1516

XP_002784343 Perkinsus marinus ATCC 50983

XP_002901884 Phytophthora infestans T30-4

XP_002288921 Thalassiosira pseudonana

XP_009032710 Aureococcus anophagefferens

ETO14220 Reticulomyxa filosa

ETO27783 Reticulomyxa filosa

ETO23305 Reticulomyxa filosa

XP_001425903 Paramecium tetraurelia strain d4-2

XP_001026355 Tetrahymena thermophila

CDW91034 Stylonychia lemnae

EJY73664 Oxytricha trifallax

ETO30005 Reticulomyxa filosa

ETO02325 Reticulomyxa filosa

ETN97635 Reticulomyxa filosa

XP_003058009 Micromonas pusilla CCMP1545

ABO95759 Ostreococcus sp. 'lucimarinus’

XP_005843941 Chlorella variabilis

XP_001701569 Chlamydomonas reinhardtii

XP_001701568 Chlamydomonas reinhardtii

XP_001759682 Physcomitrium patens

XP_008670121 Zea mays

NP_001063593.2 Oryza sativa Japonica Group

XP_002328720 Populus trichocarpa

NP_172433 Arabidopsis thaliana

XP_005709358 Galdieria sulphuraria

XP_005715751 Chondrus crispus

XP_005840484 Guillardia theta CCMP2712

XP_005825594 Guillardia theta CCMP2712

EST49483 Spironucleus salmonicida

XP_001704216 Giardia intestinalis

XP_004334103 Acanthamoeba castellanii str. Neff

EFA84639 Heterostelium album PN500

XP_638060 Dictyostelium discoideum

XP_001319815 Trichomonas vaginalis

XP_649157 Entamoeba histolytica HM-1:IMSS

XP_001731395.1 Malassezia globosa

Q10490 Schizosaccharomyces pombe

EEU09104 Saccharomyces cerevisiae

XP_001797981 Parastagonospora nodorum

XP_001391004 Aspergillus niger

XP_001546406 Botrytis cinerea

EAA33982 Neurospora crassa

XP_001744760 Monosiga brevicollis

NP_497837 Caenorhabditis elegans

CDP95109 Brugia malayi

XP_001632504 Nematostella vectensis

XP_002159170 Hydra vulgaris

XP_002155009 Hydra vulgaris

XP_011406452 Amphimedon queenslandica

XP_001632507 Nematostella vectensis

XP_002117699 Trichoplax adhaerens

XP_001632503 Nematostella vectensis

XP_002571359 Schistosoma mansoni

NP_787968 Drosophila melanogaster

XP_002434000 Ixodes scapularis

XP_002611460 Branchiostoma floridae

XP_698279.2 Danio rerio

XP_002120548 Ciona intestinalis

XP_002679962 Naegleria gruberi
XP_004337893 Acanthamoeba castellanii str. Neff
XP_002896604 Phytophthora infestans T30-4
XP_001744345 Monosiga brevicollis
XP_001024345 Tetrahymena thermophila
CDW?72114 Stylonychia lemnae

EJY80522 Oxytricha trifallax

XP_635155 Dictyostelium discoideum
EFA80193 Heterostelium album PN500
GAM28560 Acytostelium subglobosum LB1
Q09828 Schizosaccharomyces pombe
NP_013486 Saccharomyces cerevisiae
XP_001396581 Aspergillus niger
XP_001791790 Parastagonospora hodorum
XP_001560523 Botrytis cinerea

EAA31967 Neurospora crassa
XP_002108206 Trichoplax adhaerens
XP_002571608 Schistosoma mansoni
NP_001021875 Caenorhabditis elegans
CDQO01930 Brugia malayi

NP_647932 Drosophila melanogaster
XP_002416187 Ixodes scapularis
XP_002129281 Ciona intestinalis
XP_011678728 Strongylocentrotus purpuratus
XP_002609046 Branchiostoma floridae
XP_791854 Strongylocentrotus purpuratus
NP_056155 Homo sapiens

NP_001099171 Danio rerio

CAD51093 Plasmodium falciparum 3D7
XP_955101 Theileria annulata

XP_001609402 Babesia bovis

XP_002288702 Thalassiosira pseudonana
EWM26628 Nannochloropsis gaditana
XP_009037892 Aureococcus anophagefferens
XP_005787866 Emiliania huxleyi CCMP1516

XP_005703014 Galdieria sulphuraria
XP_005713033 Chondrus crispus
XP_005842216 Guillardia theta CCMP2712
XP_005851157 Chlorella variabilis
XP_003059586 Micromonas pusilla CCMP1545
ABO096439 Ostreococcus sp. 'lucimarinus'
XP_001765367 Physcomitrium patens
XP_008655584 Zea mays

EEE53778.1 Oryza sativa Japonica Group
XP_002317141 Populus trichocarpa
NP_192344 Arabidopsis thaliana
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TARA_PSW_NCLDV_00001---000000000070---572276
cPacV_1605---000000000001---604883
S-1016713-46---1016713_contig_2945---18
TARA_PSE_NCLDV_00002---000000000070---556678
M-3300025880-17---Ga0209534_10001059---42
Schulz_GVMAG_M_3300025880_17---000000000002---324499
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000051---37195
Moniruzzaman_MM16_ERX552300_8_dc---000000000001---126568
M-3300014493-9---Ga0182016_10001448---11
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000003---34748
M-3300020505-5---Ga0208088_1000022---9
S-1101174-64---1101174_contig_180---10
SRX327520.277.dc---contig_87538---18
M-3300023174-160---Ga0214921_10012383---3
SRX696246.4.dc---contig_367---39
Mimiviridae_KY684085_Indivirus_ILV1_Indivirus_1---000000000003---23501
S-3300009084-161---3300009084.aGa0105046_10002265---21
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---26587
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20201
Mimiviridae_KM982402_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus_strain_Kroon---000000000001---17787
Mimiviridae_KF527228_Mimivirus_terra2---000000000001---16586
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15354
Mimiviridae_MG807320_Moumouvirus_australiensis_isolate_10A---000000000001---32213
Mimiviridae_MH046830_Mimivirus_sp_SH_clone---000000000017---33414
Mimiviridae_KU877344_Powai_lake_megavirus_isolate---000000000001---18871
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29858
Mimiviridae_JN258408_Megavirus_chiliensis---000000000001---13666
Mimiviridae_MG779292_Bandra_megavirus_isolate_KK_1---000000000075---30488
XP_011408875 Amphimedon queenslandica

XP_001744032 Monosiga brevicollis

AAF57625.2 Drosophila melanogaster

XP_002575436 Schistosoma mansoni

XP_002116645 Trichoplax adhaerens

XP_002128793 Ciona intestinalis

XP_002407128 Ixodes scapularis

NP_502196 Caenorhabditis elegans

CDP97823 Brugia malayi

NP_004981 Homo sapiens

AAH57463 Danio rerio

XP_002607629 Branchiostoma floridae

XP_002596718 Branchiostoma floridae

XP_011664075 Strongylocentrotus purpuratus

XP_001197290 Strongylocentrotus purpuratus

XP_011403553 Amphimedon queenslandica

XP_002161815 Hydra vulgaris

XP_001626448 Nematostella vectensis

XP_001732646.1 Malassezia globosa

CAB51763 Schizosaccharomyces pombe

EEUOQ7627 Saccharomyces cerevisiae

XP_001557549 Botrytis cinerea

XP_001795693 Parastagonospora nodorum

EAA35402 Neurospora crassa

XP_001392169 Aspergillus niger

XP_005707242 Galdieria sulphuraria

XP_005715120 Chondrus crispus

XP_652867 Entamoeba histolytica HM-1:IMSS

XP_001439764 Paramecium tetraurelia strain d4-2

EAS05893 Tetrahymena thermophila

CDW86687 Stylonychia lemnae

EJY74433 Oxytricha trifallax

XP_004335113 Acanthamoeba castellanii str. Neff

XP_641872 Dictyostelium discoideum

EFA81615 Heterostelium album PN500

GAM20271 Acytostelium subglobosum LB1

XP_005844676 Chlorella variabilis

EDP06926 Chlamydomonas reinhardtii

XP_001768913 Physcomitrium patens

Q9SVNS5 Arabidopsis thaliana

XP_002328898 Populus trichocarpa

XP_008652705 Zea mays

Q9ZTS1.2 Oryza sativa Japonica Group

AAN35251 Plasmodium falciparum 3D7
XP_953560 Theileria annulata
XP_001610587 Babesia bovis

XP_003056114 Micromonas pusilla CCMP1545
ABO96204 Ostreococcus sp. ‘lucimarinus'
S-3300009702-144---3300009702.aGa0114931_10010725---2
Schulz_GVMAG_S_3300009702_144---000000000020---372845
S-1104514-73---1104514_contig_7140---2
M-3300013132-26---Ga0172372_10003215---18
M-3300017989-16---Ga0180432_10000977---20
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---21865
M-3300010334-45---Ga0136644_10000069---49
M-3300022752-33---Ga0214917_10000489---36

XP_627239 Cryptosporidium parvum

XP_011128569 Gregarina niphandrodes

ETO27397 Reticulomyxa filosa

ETO18364 Reticulomyxa filosa

AAN35537 Plasmodium falciparum 3D7

XP_954838 Theileria annulata

XP_001608849 Babesia bovis

XP_002904023 Phytophthora infestans T30-4
M-3300020165-16---Ga0206125_10002827---2
Schulz_GVMAG_M_3300020165_16---000000000015---243365
Mimiviridae_KY684103 Hokovirus_HKV1_Hokovirus_1---000000000001---24697
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000001---25353
ETO15771 Reticulomyxa filosa

XP_002293163 Thalassiosira pseudonana

XP_002776754 Perkinsus marinus ATCC 50983

EWM29380 Nannochloropsis gaditana

XP_009038104 Aureococcus anophagefferens

XP_005756921 Emiliania huxleyi CCMP1516

XP_005836129 Guillardia theta CCMP2712

XP_003057617 Micromonas pusilla CCMP1545

ABO95810 Ostreococcus sp. ‘lucimarinus'

XP_005822452 Guillardia theta CCMP2712
XP_005847217 Chlorella variabilis
XP_001691092 Chlamydomonas reinhardtii
XP_005704213 Galdieria sulphuraria
XP_001764132 Physcomitrium patens
DAA43858 Zea mays

NP_001049336.1 Oryza sativa Japonica Group
EEF02467 Populus trichocarpa
NP_191100 Arabidopsis thaliana

XP_009037669 Aureococcus anophagefferens
EWM29850 Nannochloropsis gaditana
XP_005786571 Emiliania huxleyi CCMP1516
XP_002293804 Thalassiosira pseudonana

EAY17300 Trichomonas vaginalis

EST48272 Spironucleus salmonicida
XP_001704224 Giardia intestinalis
M-3300017963-13---Ga0180437_10003876---15
CBH15094 Trypanosoma brucei
XP_001683016.1 Leishmania major
EPY16360 Strigomonas culicis

EPY35474 Angomonas deanei
XP_002905102 Phytophthora infestans T30-4
XP_004353175 Acanthamoeba castellanii str. Neff
XP_638145 Dictyostelium discoideum
EFA82000 Heterostelium album PN500
GAM17007 Acytostelium subglobosum LB1
XP_001746065 Monosiga brevicollis
XP_002678753 Naegleria gruberi
CDW80999 Stylonychia lemnae
XP_001426159 Paramecium tetraurelia strain d4-2
EAR84483 Tetrahymena thermophila
CAY79933 Saccharomyces cerevisiae
CAB11680 Schizosaccharomyces pombe
XP_001732811.1 Malassezia globosa
XP_001794045 Parastagonospora nodorum
XP_001401591 Aspergillus niger
XP_001559621 Botrytis cinerea

EAA31870 Neurospora crassa
XP_011405484 Amphimedon queenslandica
XP_002126600 Ciona intestinalis
XP_002572004 Schistosoma mansoni
CAQ76500 Caenorhabditis elegans
CDQO04670 Brugia malayi

AAF55037.2 Drosophila melanogaster
XP_002415428 Ixodes scapularis
XP_002603400 Branchiostoma floridae
XP_782491 Strongylocentrotus purpuratus
AAH09115.1 Homo sapiens

XP_694935 Danio rerio
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KHO47413 archaecon GW2011_AR5

YP_003355541 Methanocella paludicola SANAE
YP_006861091 Candidatus Nitrososphaera gargensis
AIF85011 Candidatus Nitrososphaera evergladensis SR1
YP_183172.1 Thermococcus kodakarensis KOD1

NP_142237.1 Pyrococcus horikoshii OT3

NP_577884.1 Pyrococcus furiosus DSM 3638

WP_004577977 Candidatus Nanobsidianus stetteri
YP_005842823 Fervidicoccus fontis Kam940

YP_007175552 Caldisphaera lagunensis DSM 15908
YP_003815848 Acidilobus saccharovorans 345-15
YP_001041369 Staphylothermus marinus F1

YP_006363357 Thermogladius calderae 1633

YP_003649885 Thermosphaera aggregans DSM 11486
YP_004176526 Desulfurococcus mucosus DSM 2162
EET90428 Candidatus Micrarchaeum acidiphilum ARMAN-2
YP_001737714 Candidatus Korarchaeum cryptofilum OPF8
WP_042660911 Aigarchaeota archaeon JGI 0000106-J15
BAJ51411 Candidatus Caldarchaeum subterraneum
YP_920252 Thermofilum pendens Hrk 5

YP_001541692 Caldivirga maquilingensis IC-167
YP_004243854 Vulcanisaeta moutnovskia 768-28
NP_560397.1 Pyrobaculum aerophilum str. IM2
YP_001795116.1 Pyrobaculum neutrophilum V24Sta
YP_003483217 Aciduliprofundum boonei T469

YP_024190 Picrophilus torridus DSM 9790

NP_393995.1 Thermoplasma acidophilum DSM 1728
EFD92979 Candidatus Parvarchaeum acidophilus ARMAN-5
EEZ92470 Candidatus Parvarchaeum acidiphilum ARMAN-4
EHR76553 uncultured Candidatus Poseidoniales archaeon
AJF61629 archaeon GW2011_AR15

KKK41376 Lokiarchaeum sp. GC14_75

AJF63133 archaeon GW2011_AR20

KHO54803 archaeon GW2011_AR19

KHO54542 archaeon GW2011_AR19
M-3300009163-51---Ga0114970_10003041---11
Mimiviridae_MK072437_Satyrvirus_sp_clone_Satyrvirus_1---000000000021---43693
Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000001---24647
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000013---34347
M-3300014493-9---Ga0182016_10002519---22

EST41308 Spironucleus salmonicida

EDO77285 Giardia intestinalis

XP_844381 Trypanosoma brucei

EPY28182 Strigomonas culicis

XP_001686332.1 Leishmania major

EAX92385 Trichomonas vaginalis

ETO34269 Reticulomyxa filosa

XP_005707140 Galdieria sulphuraria

XP_005716341 Chondrus crispus

ETO34268 Reticulomyxa filosa

XP_651543 Entamoeba histolytica HM-1:IMSS

EAL69912 Dictyostelium discoideum

EFA81274 Heterostelium album PN500

GAM17593 Acytostelium subglobosum LB1

XP_002678635 Naegleria gruberi

NP_001021405 Caenorhabditis elegans

EDP32557 Brugia malayi

EDP42488.1 Malassezia globosa

EDNG62254 Saccharomyces cerevisiae

094567 Schizosaccharomyces pombe

XP_001400540 Aspergillus niger

EAT89443 Parastagonospora nodorum

EDN20250 Botrytis cinerea

XP_957348 Neurospora crassa

CAZ31729 Schistosoma mansoni

XP_002161050 Hydra vulgaris

EEC18636 Ixodes scapularis

EDO42109 Nematostella vectensis

EDV21096 Trichoplax adhaerens

XP_003388847 Amphimedon queenslandica

EEN62420 Branchiostoma floridae

XP_011661482 Strongylocentrotus purpuratus

XP_002128269 Ciona intestinalis

EEN62419 Branchiostoma floridae

NP_609948.1 Drosophila melanogaster

BAD96555.1 Homo sapiens

XP_696748 Danio rerio

KKQ69156 Candidatus Peregrinibacteria bacterium GW2011_GWF2_38_29
KKR04969 Candidatus Peregrinibacteria bacterium GW2011_GWC2_39_14
WP_015424470 Candidatus Cloacimonas acidaminovorans
AKH33171 candidate division SR1 bacterium Aalborg_ AAW-1
KKT01444 Candidatus Peregrinibacteria bacterium GW2011_GWF2_43_17
EQB63584 candidate division Zixibacteria bacterium RBG-1
AAN49065.1 Leptospira interrogans serovar Lai str. 56601
WP_026850529 Gemmatimonas phototrophica

BAH38489.1 Gemmatimonas aurantiaca T-27

WP_013047784 Aminobacterium colombiense
YP_003318173.1 Thermanaerovibrio acidaminovorans
WP_012209161 Petrotoga mobilis SJ95

ACR78934.1 Kosmotoga olearia

BAL58827 Candidatus Acetothermum autotrophicum

Q72KF7.1 Thermus thermophilus HB27

NP_294994.1 Deinococcus radiodurans

ABY34656 Chloroflexus aurantiacus J-10-fl

NP_268893.1 Streptococcus pyogenes serotype M1

P67572 Staphylococcus aureus subsp. aureus N315

BAI85733 Bacillus subtilis

WP_014453529 Caldisericum exile

WP_022810006 Candidatus Aminicenans sakinawicola
WP_026137276 Candidatus Caldatribacterium saccharofermentans
WP_017888877 Candidatus Caldatribacterium californiense
WP_012583296 Dictyoglomus turgidum

WP_012548243 Dictyoglomus thermophilum

WP_013247345 Nitrospira defluvii

WP_041569016 Chloracidobacterium thermophilum

ACO034604 Acidobacterium capsulatum

WP_014854820 Melioribacter roseus P3M-2

WP_014560727 Ignavibacterium album JCM 16511

EHO43091 Caldithrix abyssi DSM 13497

ACC98354.1 Elusimicrobium minutum

WP_041871456 Latescibacteria bacterium SCGC AAA257-K07
WP_020268062 Latescibacteria bacterium SCGC AAA252-D10
WP_041903899 Latescibacteria bacterium SCGC AAA252-B13
NP_078199 Ureaplasma parvum serovar 3 str. ATCC 700970
AAC71331.1 Mycoplasma genitalium G37

WP_041891690 candidate division SR1 bacterium MGEHA
XP_002999009 Phytophthora infestans T30-4

XP_004336693 Acanthamoeba castellanii str. Neff
XP_002676397 Naegleria gruberi

CAZ36474 Schistosoma mansoni

EAL73503 Dictyostelium discoideum

EFA85931 Heterostelium album PN500

GAM22884 Acytostelium subglobosum LB1

EDV27398 Trichoplax adhaerens

XP_011409764 Amphimedon queenslandica

XP_002119984 Ciona intestinalis

XP_784585 Strongylocentrotus purpuratus

EEN41912 Branchiostoma floridae

AAHO07800.2 Homo sapiens

AAI24278 Danio rerio

NP_611176.1 Drosophila melanogaster

NP_499478 Caenorhabditis elegans

EDP28510 Brugia malayi

EDZ73526 Saccharomyces cerevisiae

Q9P6I10 Schizosaccharomyces pombe

EDP45365.1 Malassezia globosa

EAT78057 Parastagonospora nodorum

XP_958075 Neurospora crassa

EDN21387 Botrytis cinerea

XP_001397625 Aspergillus niger

WP_023792224 candidate division SR1 bacterium RAAC1_SR1 1
WP_041890838 candidate division SR1 bacterium MGEHA
AAK81194.1 Clostridium acetobutylicum

WP_008824873 Haloplasma contractile

WP_012243349 Acholeplasma laidlawii

YP_003305789.1 Streptobacillus moniliformis

WP_013388444 llyobacter polytropus

AAL94253.1 Fusobacterium nucleatum

WP_012376528 Opitutus terrae

ACDO04526 Akkermansia muciniphila ATCC BAA-835
YP_009232 Desulfovibrio vulgaris str. Hildenborough
WP_041230115 Denitrovibrio acetiphilus

ABQO03618.1 Flavobacterium johnsoniae UW101
WP_011586526 Cytophaga hutchinsonii

YP_101292 Bacteroides fragilis YCH46

AAR34532.1 Geobacter sulfurreducens

WP_013505724 Desulfurispirillum indicum

WP_034764456 Chrysiogenes arsenatis

Q7UHE1 Rhodopirellula baltica SH 1

ADB17820 Pirellula staleyi DSM 6068

YP_630519 Myxococcus xanthus

AAC74016.1 Escherichia coli str. K-12 substr. MG1655
ERP38848 Chitinivibrio alkaliphilus

WP_007277102 Lentisphaera araneosa

NP_212235 Borreliella burgdorferi B31

WP_005005616 Nitrospina gracilis

ABA23236 Trichormus variabilis

NP_683262.1 Thermosynechococcus elongatus AM1
YP_171420.1 Synechococcus elongatus PCC 6301
WP_013313287 Spirochaeta thermophila

WP_025226323 Fimbriimonas ginsengisoli

ABJ83791 Candidatus Solibacter usitatus

WP_016483223 Chthonomonas calidirosea

KKP24547 candidate division TM6 bacterium GW2011_GWF2_28 16
WP_041419034 Simkania negevensis

KKP35870 candidate division TM6 bacterium GW2011 GWF2_32 72
XP_005708519 Galdieria sulphuraria

XP_005713545 Chondrus crispus

EWM30392 Nannochloropsis gaditana

XP_005821542 Guillardia theta CCMP2712

XP_005788838 Emiliania huxleyi CCMP1516

EED93221 Thalassiosira pseudonana

XP_009035790 Aureococcus anophagefferens

XP_003060981 Micromonas pusilla CCMP1545

XP_001421099 Ostreococcus sp. ‘lucimarinus'

EDQ77678 Physcomitrium patens

EEE75768 Populus trichocarpa

NP_193462 Arabidopsis thaliana

BAC15528.1 Oryza sativa Japonica Group

ACF83069 Zea mays

XP_008667385 Zea mays

XP_002900233 Phytophthora infestans T30-4

EWM24295 Nannochloropsis gaditana
S-1104514-73---1104514_contig_190---20

XP_004356666 Acanthamoeba castellanii str. Neff
XP_002781678 Perkinsus marinus ATCC 50983

CDW?78435 Stylonychia lemnae

EJY81362 Oxytricha trifallax

XP_001456370 Paramecium tetraurelia strain d4-2

EAR84491 Tetrahymena thermophila

XP_951971 Theileria annulata

XP_001612247 Babesia bovis

XP_001349624 Plasmodium falciparum 3D7

XP_011130456 Gregarina niphandrodes

XP_625497 Cryptosporidium parvum

XP_005836488 Guillardia theta CCMP2712

XP_005849370 Chlorella variabilis

EDP03286 Chlamydomonas reinhardtii

XP_005823758 Guillardia theta CCMP2712

XP_003061505 Micromonas pusilla CCMP1545

XP_001420326 Ostreococcus sp. 'lucimarinus'

EDQ87091 Monosiga brevicollis

EDQ72488 Physcomitrium patens

ABA97894.1 Oryza sativa Japonica Group

XP_002303078 Populus trichocarpa

NP_187398 Arabidopsis thaliana

ACG28959 Zea mays

BAB61140.1 Oryza sativa Japonica Group

XP_002309236 Populus trichocarpa

NP_200479 Arabidopsis thaliana
Moniruzzaman_MM14_SRX802963_76_dc---000000000010---124151
M-3300008224-9---Ga0105350_10000327---15
Schulz_GVMAG_M_3300008224_9---000000000008---199514
Moniruzzaman_MM16_ERX552300_8 dc---000000000008---127125
M-3300004273-3---Ga0066608_1003711---1
M-3300017963-43---Ga0180437_10000063---103
M-3300018080-53---Ga0180433_10000553---69
M-3300005589-24---Ga0070729_10000269---39
Schulz_GVMAG_M_3300005589_24---000000000001---191658
M-3300023112-4---Ga0233411_10000032---4
Schulz_GVMAG_M_3300023112_4---000000000003---295140
M-3300023179-150---Ga0214923 10000209---6
M-3300013129-28---Ga0172364_10010010---5
M-3300013133-39---Ga0172362_10005250---16
M-3300013133-39---Ga0172362_10016835---9
Moniruzzaman_MMO07_SRX802073_62_dc---000000000013---102098
TARA_MED_NCLDV_00060---000000000039---523946
Schulz_GVMAG_M_3300020187_27---000000000003---257138
M-3300020187-27---Ga0206130_10000580---52
TARA_ION_NCLDV_00005---000000000039---489553
TARA_PSW_NCLDV_00006---000000000018---577042
M-3300017971-33---Ga0180438_10002349---1
S-3300005613-53---3300005613.aGa0074649_1001254---23
M-3300024329-18---Ga0228631_1003244---3
Schulz_GVMAG_M_3300024329_18---000000000028---313302
M-3300012920-30---Ga0160423_10005725---3
Schulz_GVMAG_M_3300012920_30---000000000021---220901
TARA_MED_NCLDV_00134---000000000015---538164
TARA_PSW_NCLDV_00003---000000000035---573930
M-3300009436-41---Ga0115008_10000137---5
Schulz_GVMAG_M_3300009436_41---000000000001---207949
Schulz_GVMAG_M_3300021961_10---000000000003---278018
M-3300021961-10---Ga0222714_10001128---11
M-3300025138-6---Ga0209634_1001195---11
Moniruzzaman_MMO08_SRX802077_138_dc---000000000009---105275
Schulz_ GVMAG_M_3300001589_11---000000000012---188360
M-3300001589-11---JG124005J15628_10003723---5
S-1073184-1---1073184_contig_60---10
Mimiviridae_ChoanoV1---000000000009---12178
Schulz_GVMAG_M_3300025860_25---000000000003---323298
M-3300025860-25---Ga0209119_1000213---31
M-3300020185-13---Ga0206131_10010545---7
Moniruzzaman_MMO08_SRX802202_7_dc---000000000003---105897
XP_001351654 Plasmodium falciparum 3D7

XP_953959 Theileria annulata

XP_001610875 Babesia bovis
M-3300023174-165---Ga0214921 10014146---2
M-3300023174-128---Ga0214921_10031231---4
M-3300023184-117---Ga0214919_10000338---66
M-3300023184-87---Ga0214919_10001372---2
M-3300013014-33---Ga0164295_10000475---33
M-3300009697-1---Ga0116231_10015698---3
TARA_ION_NCLDV_00003---000000000076---488526
M-3300020192-26---Ga0163147_10000173---85
Mimiviridae_KY684085_Indivirus_ILV1_Indivirus_1---000000000002---23430
SRX696246.4.dc---contig_894---47

Mimiviridae_KY684108 Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25774
M-3300013132-23---Ga0172372_10036311---1
SRX327520.277.dc---contig_23935---27
S-1040238-38---1040238_contig_2600---5
S-1015567-472---1015567_contig_128154---7
S-3300009084-161---3300009084.aGa0105046_10004882---8
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---26642
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20255
Mimiviridae_MG807320_Moumouvirus_australiensis_isolate_10A---000000000001---32181
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15381
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---19921
Mimiviridae_KU877344_ Powai_lake_megavirus_isolate---000000000001---18842
Mimiviridae_ MH046830_Mimivirus_sp_SH_clone---000000000020---32484
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29828
Mimiviridae_MG779292_Bandra_megavirus_isolate_ KK_1---000000000073---30817
Mimiviridae_JN258408_Megavirus_chiliensis---000000000001---13638
M-3300010375-16---Ga0105239_10000092---30
Moniruzzaman_MMO07_SRX802963_33_dc---000000000002---102955
Schulz_GVMAG_M_3300026093_6---000000000001---327203
M-3300026093-6---Ga0208624 _1000060---46
M-3300020505-5---Ga0208088_1000034---13
M-3300023179-2---Ga0214923_10000827---14
M-3300017788-7---Ga0169931_10015493---8
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---22471
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000003---36379
M-3300010334-28---Ga0136644_10002747---2
M-3300013127-27---Ga0172365_10006874---2
M-3300023179-4---Ga0214923 10000562---59
M-3300023179-145---Ga0214923_10001877---3
M-3300023174-136---Ga0214921_10000904---15
M-3300027712-25---Ga0209499_1002501---6
M-3300009182-39---Ga0114959_10010043---8
M-3300023179-115---Ga0214923 10001341---33
S-1101165-67---1101165_contig_9806---1
M-3300009068-12---Ga0114973_10012076---2
M-3300009182-39---Ga0114959_10014069---4
M-3300023174-57---Ga0214921_10000062---96
S-1101164-61---1101164_contig_9015---7
S-1101171-79---1101171_contig_3452---4
TARA_PSW_NCLDV_00002---000000000003---572350
M-3300013133-4---Ga0172362_10013468---6

EED93025 Thalassiosira pseudonana
S-1015567-333---1015567_contig_16177---11
S-3300013131-119---3300013131.aGa0172373_10000181---28
TARA_ARC_NCLDV_00066---000000000015---464731
Schulz_GVMAG_M_3300020185_49---000000000002---253715
TARA_MED_NCLDV_00005---000000000002---498811
TARA_MED_NCLDV_00003---000000000043---497729
TARA_PON_NCLDV_00002---000000000063---539902
Schulz_GVMAG_M_3300024302_11---000000000006---311102
M-3300024302-11---Ga0233449_1000332---22
TARA_AOS_NCLDV_00009---000000000048---435394
Schulz_GVMAG_M_3300001349_29---000000000010---185957
M-3300001349-29---JG120160J14292_10000860---20
M-3300023174-55---Ga0214921_10001208---3
M-3300022752-33---Ga0214917_10002001---11
M-3300010334-45---Ga0136644_10000030---25
M-3300023179-54---Ga0214923_10000501---19
M-3300023179-20---Ga0214923_10011456---1
M-3300010160-56---Ga0114967_10005399---4
M-3300010334-8---Ga0136644_10003572---10
M-3300009161-71---Ga0114966_10018949---2
M-3300013005-61---Ga0164292_10000598---2
M-3300009502-26---Ga0114951_10001998---23
S-3300010158-109---3300010158.aGa0114960_10000055---74
TARA_MED_NCLDV_00024---000000000055---509952
S-1006661-47---1006661_contig_1464---2
cPacV_1605---000000000004---605306
Schulz_GVMAG_M_3300001352_25---000000000004---186208
TARA_PSE_NCLDV_00002---000000000009---555921
M-3300005613-49---Ga0074649_1000389---26
M-3300005613-41---Ga0074649_1000320---61
TARA_MED_NCLDV_00102---000000000022---533771
Schulz_GVMAG_M_3300024294_11---000000000004---309076
M-3300024294-11---Ga0228664 1000248---21
TARA_ARC_NCLDV_00004---000000000007---442483
TARA_MED_NCLDV_00010---000000000086---502687
Schulz_GVMAG_M_3300025880_17---000000000007---324633
M-3300025880-17---Ga0209534_10003018---11
Schulz_GVMAG_M_3300001348_25---000000000002---183856
S-1103008-47---1103008_contig_115---62
Schulz_GVMAG_S_1103008_47---000000000001---364298
Schulz_GVMAG_S_ERX555926_38---000000000001---390161
Schulz_GVMAG_S_ERX555965_48---000000000002---394278
ERX556094.26.dc---contig_6482---14
Moniruzzaman_MM16_ERX556094_26_dc---000000000010---128511
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XP_001352123 Plasmodium falciparum 3D7
XP_952663 Theileria annulata
XP_001612221 Babesia bovis

XP_001692605 Chlamydomonas reinhardtii
XP_002682417 Naegleria gruberi

XP_001308783 Trichomonas vaginalis
EST46145 Spironucleus salmonicida
XP_001705339 Giardia intestinalis

XP_002906395 Phytophthora infestans T30-4
XP_004341538 Acanthamoeba castellanii str. Neff
XP_643312 Dictyostelium discoideum
EFA80440 Heterostelium alboum PN500
GAM26084 Acytostelium subglobosum LB1
XP_001730363.1 Malassezia globosa
NP_011010 Saccharomyces cerevisiae
NP_595957 Schizosaccharomyces pombe
XP_001552451 Botrytis cinerea
XP_001392403 Aspergillus niger

XP_958617 Neurospora crassa
XP_001797351 Parastagonospora nodorum
XP_002126928 Ciona intestinalis
XP_001743295 Monosiga brevicollis
XP_002114054 Trichoplax adhaerens
XP_001186319 Strongylocentrotus purpuratus
EAX06669.1 Homo sapiens

NP_991118 Danio rerio

NP_647737.1 Drosophila melanogaster
XP_002416554 Ixodes scapularis
XP_002573969 Schistosoma mansoni
NP_001040689 Caenorhabditis elegans
XP_001900994 Brugia malayi

ETO12657 Reticulomyxa filosa

XP_003061331 Micromonas pusilla CCMP1545
XP_001421209 Ostreococcus sp. 'lucimarinus'
XP_005847083 Chlorella variabilis
XP_001697610 Chlamydomonas reinhardtii
XP_005843154 Chlorella variabilis
XP_001780758 Physcomitrium patens
DAA59659 Zea mays

BAC79747.1 Oryza sativa Japonica Group
XP_006372448 Populus trichocarpa
AED96224 Arabidopsis thaliana

XP_005705121 Galdieria sulphuraria
XP_005709850 Chondrus crispus
XP_005835077 Guillardia theta CCMP2712
EWM29397 Nannochloropsis gaditana
XP_002287422 Thalassiosira pseudonana
XP_009032575 Aureococcus anophagefferens

M-3300023174-160---Ga0214921_10010785---4
M-3300014493-9---Ga0182016_10004115---6
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000011---34390
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---22543
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000004---37149
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000016---42476
SRX696246.4.dc---contig_367---115
Mimiviridae_KY684103_ Hokovirus_HKV1 Hokovirus_1---000000000001---24563
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25947
ET0O21588 Reticulomyxa filosa

XP_005778243 Emiliania huxleyi CCMP1516
TARA_PSW_NCLDV_00001---000000000042---571788
S-1015567-333---1015567_contig_9215---15

XP_005820374 Guillardia theta CCMP2712

XP_002902407 Phytophthora infestans T30-4

XP_002680626 Naegleria gruberi

XP_651857 Entamoeba histolytica HM-1:IMSS
M-3300017971-33---Ga0180438_10012741---3
S-3300009084-161---3300009084.aGa0105046_10015561---3
S-3300005286-75---3300005286.aGa0065721_10051284---6
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20574
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---26975
XP_011130710 Gregarina niphandrodes

CDW82919 Stylonychia lemnae

CDW?73765 Stylonychia lemnae

EJY85356 Oxytricha trifallax

XP_627771 Cryptosporidium parvum

EAR85251 Tetrahymena thermophila

NP_001147898 Zea mays

XP_001438682 Paramecium tetraurelia strain d4-2

XP_002788190 Perkinsus marinus ATCC 50983

XP_002788189 Perkinsus marinus ATCC 50983

XP_001350543 Plasmodium falciparum 3D7

XP_954547 Theileria annulata

XP_001609304 Babesia bovis

XP_004339804 Acanthamoeba castellanii str. Neff

XP_638638 Dictyostelium discoideum

EFA76021 Heterostelium alboum PN500

GAM23825 Acytostelium subglobosum LB1

XP_005836473 Guillardia theta CCMP2712

XP_009040835 Aureococcus anophagefferens

EWM29655 Nannochloropsis gaditana

XP_002296703 Thalassiosira pseudonana

XP_003062258 Micromonas pusilla CCMP1545

XP_001418241 Ostreococcus sp. 'lucimarinus'

XP_001702525 Chlamydomonas reinhardtii

XP_005706789 Galdieria sulphuraria

XP_005714057 Chondrus crispus

XP_001752985 Physcomitrium patens

XP_008676721 Zea mays

NP_001066707.2 Oryza sativa Japonica Group

XP_002301553 Populus trichocarpa

AAM91120 Arabidopsis thaliana

NP_011884 Saccharomyces cerevisiae

NP_596162 Schizosaccharomyces pombe

XP_001729319.1 Malassezia globosa

XP_001397164 Aspergillus niger

XP_001804259 Parastagonospora nodorum

XP_001553919 Botrytis cinerea

XP_955907 Neurospora crassa

XP_827775 Trypanosoma brucei

EPY35310 Angomonas deanei

EPY27266 Strigomonas culicis

XP_001682527.1 Leishmania major

NP_001022777 Caenorhabditis elegans

CDQO03709 Brugia malayi

XP_001894567 Brugia malayi

CAZ30779 Schistosoma mansoni

XP_001743207 Monosiga brevicollis

XP_003385789 Amphimedon queenslandica

XP_002126649 Ciona intestinalis

XP_786677 Strongylocentrotus purpuratus

XP_002610642 Branchiostoma floridae

XP_002110691 Trichoplax adhaerens

NP_524471.2 Drosophila melanogaster

XP_002434363 Ixodes scapularis

NP_004437.2 Homo sapiens

XP_690524 Danio rerio
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XP_002772752 Perkinsus marinus ATCC 50983
XP_011131329 Gregarina niphandrodes
XP_628047 Cryptosporidium parvum
XP_001350049 Plasmodium falciparum 3D7
XP_952397 Theileria annulata
XP_001611769 Babesia bovis
WP_014435757 Phycisphaera mikurensis
ACDO04259 Akkermansia muciniphila ATCC BAA-835
ABQO04045.1 Flavobacterium johnsoniae UW101
YP_100042 Bacteroides fragilis YCH46
— BAL60088 Candidatus Acetothermum autotrophicum

7 Q7UX42 Rhodopirellula baltica SH 1
ABJ85968 Candidatus Solibacter usitatus
KJJ85992 Candidatus Omnitrophus magneticus
WP_025229444 Fimbriimonas ginsengisoli
ACX74038.1 Fibrobacter succinogenes subsp. succinogenes S85
WP_040461706 Haloplasma contractile
WP_008826503 Haloplasma contractile
WP_012243275 Acholeplasma laidlawii
WP_026159620 Candidatus Poribacteria bacterium WGA-4E
WP_027452115 Candidatus Poribacteria bacterium WGA-3G
WP_029716607 Atribacteria bacterium SCGC AAA255-G05
WP_020260152 Candidatus Aminicenans sakinawicola
KJJ85993 Candidatus Omnitrophus magneticus
WP_044278987 Candidatus Cloacimonas acidaminovorans
WP_037974082 Synergistes jonesii
WP_005009081 Nitrospina gracilis
WP_014625136 Spirochaeta thermophila
WP_041356072 Melioribacter roseus P3M-2
WP_014560628 Ignavibacterium album JCM 16511
WP_029996892 Marinimicrobia bacterium SCGC AAA003-L08
EHO42557 Caldithrix abyssi DSM 13497
WP_013450378 Calditerrivibrio nitroreducens
WP_013010326 Denitrovibrio acetiphilus
WP_027390118 Chrysiogenes arsenatis
WP_013250505 Nitrospira defluvii
WP_022636489 Chitinivibrio alkaliphilus
YP_012162 Desulfovibrio vulgaris str. Hildenborough
NP_296330.1 Deinococcus radiodurans
WP_012376480 Opitutus terrae
WP_026848690 Gemmatimonas phototrophica
BAH39732.1 Gemmatimonas aurantiaca T-27
%8 12 YP_630583 Myxococcus xanthus
AAR36756.1 Geobacter sulfurreducens
NP_842358.1 Nitrosomonas europaea

6.87)37

85.6 /8¢

B

1007100

o
@

705489787 AAU49077 Burkholderia mallei ATCC 23344
9867186 Q72LI19.1 Thermus thermophilus HB27
T XP_002166999 Hydra vulgaris
89.4) 81 — EPY28857 Strigomonas culicis

AAC73774.1 Escherichia coli str. K-12 substr. MG1655

YP_208289 Neisseria gonorrhoeae FA 1090

CBV27269 Azotobacter vinelandii

ABY98773 Pseudomonas putida GB-1

XP_005836898 Guillardia theta CCMP2712

EED96383 Thalassiosira pseudonana

XP_005785286 Emiliania huxleyi CCMP1516

XP_009033249 Aureococcus anophagefferens

XP_001323059 Trichomonas vaginalis

XP_009032298 Aureococcus anophagefferens

EWM21903 Nannochloropsis gaditana

XP_002905690 Phytophthora infestans T30-4

EED91654 Thalassiosira pseudonana

XP_003056118 Micromonas pusilla CCMP1545

XP_001415441 Ostreococcus sp. 'lucimarinus'

XP_005757656 Emiliania huxleyi CCMP1516

XP_005832865 Guillardia theta CCMP2712

XP_005825356 Guillardia theta CCMP2712

CDW?79726 Stylonychia lemnae

EJY69076 Oxytricha trifallax

XP_001433005 Paramecium tetraurelia strain d4-2

EAR87300 Tetrahymena thermophila

XP_001450915 Paramecium tetraurelia strain d4-2

EAR84250 Tetrahymena thermophila

Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000002---23925

AT S-3300009084-161---3300009084.aGa0105046_10022909---12

98,97 Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000003---25184
SRX696246.4.dc---contig_95---103
Mimiviridae_MK072332_Homavirus_sp_clone_Homavirus_1---000000000003---40551
S-3300009084-161---3300009084.aGa0105046_10038007---8

- i M-3300006056-32---Ga0075163_10026149---2

M-3300017987-33---Ga0180431_10004266---12

Mimiviridae_MKO072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000012---36539

Mimiviridae_ MF782455 Bodo_saltans_virus_strain_NG1---000000000001---28014

cPacV_1605---000000000007---605190

M-3300027833-42---Ga0209092_10000248---31

Schulz_GVMAG_M_3300027833_42---000000000007---332975

Moniruzzaman_MM14_SRX802963_76_dc---000000000002---123516

Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000015---41692

Mimiviridae_MKO072243 Harvfovirus_sp_clone_Harvfovirus_1---000000000004---38648

Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20304

Mimiviridae_MF405918_ Tupanvirus_deep_ocean---000000000001---26694

M-3300020505-5---Ga0208088_1000036---11

Mimiviridae_MKO071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34147

Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---22480

o8 S-1101181-82---1101181_contig_8532---6

wone [ M-3300009182-39---Ga0114959 10013037---1

— XP_004351610 Acanthamoeba castellanii str. Neff
e7 138 EST42157 Spironucleus salmonicida
WC EDO77333 Giardia intestinalis
e XP_650546 Entamoeba histolytica HM-1:IMSS
o 2] 40 EAL62672 Dictyostelium discoideum
1(W£L EFA83742 Heterostelium album PN500
99.57100

GAM21997 Acytostelium subglobosum LB1
ETN98883 Reticulomyxa filosa
XP_005705938 Galdieria sulphuraria
XP_005712678 Chondrus crispus
XP_005850046 Chlorella variabilis
XP_001699050 Chlamydomonas reinhardtii
EDQ74681 Physcomitrium patens
ACG46917 Zea mays

EEE62566.1 Oryza sativa Japonica Group
XP_002312407 Populus trichocarpa
NP_173906 Arabidopsis thaliana
XP_002669489 Naegleria gruberi
XP_803827 Trypanosoma brucei
XP_001682062.1 Leishmania major
EPY?21884 Strigomonas culicis

EPY40041 Angomonas deanei

— EDP44250.1 Malassezia globosa

93179 CAY86458 Saccharomyces cerevisiae
Q9Y7Y8 Schizosaccharomyces pombe
EAT86912 Parastagonospora nodorum
EDN27636 Botrytis cinerea

XP_962442 Neurospora crassa
XP_001390030 Aspergillus niger
XP_002159154 Hydra vulgaris

98.771

XP_003383035 Amphimedon queenslandica
EDV29716 Trichoplax adhaerens
100’“"’@ EDO40014 Nematostella vectensis
XP_002601720 Branchiostoma floridae
6% r XP_002131102 Ciona intestinalis
E th EAW64954.1 Homo sapiens
asfe0 L AAT68085 Danio rerio
P EEC01996 Ixodes scapularis
. XP_011665960 Strongylocentrotus purpuratus
NP_524841.1 Drosophila melanogaster
CAZ32387 Schistosoma mansoni

AAK97376 Schistosoma mansoni
NP_502812 Caenorhabditis elegans
CDP92052 Brugia malayi
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77777777777777777777777777777777777777777777777 XP_003390725 Amphimedon queenslandica

1007100

1007100

<

1007100

gpfes e | SRR R il XP_002676976 Naegleria gruberi
M{D I: 77777777777777777777777777777777777777777 ET019250 Reticulomyxa filosa
wonee ET006220 Reticulomyxa filosa

—————————————————————————————————————————— XP_003058684 Micromonas pusilla CCMP1545
—————————————————————————————————————————— ABO97412 Ostreococcus sp. 'lucimarinus’

————————————————————————————————————————— M-3300005286-3---Ga0065721_10052308---4

83.9) 94

777777777777777777777777777777777 XP_001743404 Monosiga brevicollis
———————————————————————————————————————— XP_002112472 Trichoplax adhaerens
77777777777777777777777777777777777 AAF54156.2 Drosophila melanogaster
7777777777777777777777777777 XP_002577097 Schistosoma mansoni
————————————————————————————— AAL02449 Caenorhabditis elegans
7777777777777777777777777777 CDP97932 Brugia malayi
7777777777777777777777777777777777 XP_002126846 Ciona intestinalis
XP_001186294 Strongylocentrotus purpuratus

91.27|96

XP_002590316 Branchiostoma floridae

Q5T160.1 Homo sapiens

NP_956911 Danio rerio

XP_651552 Entamoeba histolytica HM-1:IMSS
XP_004339525 Acanthamoeba castellanii str. Neff
XP_644926 Dictyostelium discoideum

EFA78048 Heterostelium album PN500
GAM24351 Acytostelium subglobosum LB1
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165364
M-3300017987-33---Ga0180431_10002734---17
XP_001794268 Parastagonospora nodorum

XP_001732686.1 Malassezia globosa
CAA21267 Schizosaccharomyces pombe
P38714 Saccharomyces cerevisiae

Q05506 Saccharomyces cerevisiae
XP_001399626 Aspergillus niger
XP_001805024 Parastagonospora hodorum
XP_001548894 Botrytis cinerea

EAA30049 Neurospora crassa

-._l-__ _._
. S ™ e e — — '

27s 1007100 | o XP_848089.1 Leishmania major

———————————————————————————————————— XP_005713863 Chondrus crispus
————————————————————————————————————— XP_005702545 Galdieria sulphuraria
fffffffffffffffffffffffffffffffffffff XP_005708392 Galdieria sulphuraria
———————————————————————————————————— XP_002288496 Thalassiosira pseudonana
——————————————————————————————————— XP_009034972 Aureococcus anophagefferens
———————————————————————————————————— XP_005780781 Emiliania huxleyi CCMP1516
———————————————————————————————————— EWM27537 Nannochloropsis gaditana
———————————————————————————————————— XP_005837067 Guillardia theta CCMP2712

W: ———————————————————————————————— EST41853 Spironucleus salmonicida
———————————————————————————————— XP_001708522 Giardia intestinalis
777777777777777777777777777777777 EAN79171 Trypanosoma brucei

503700 e i EPY34484 Strigomonas culicis
777777777777777777777777777777777 EPY41167 Angomonas deanei
XP_005780596 Emiliania huxleyi CCMP1516
XP_005835040 Guillardia theta CCMP2712
XP_003056579 Micromonas pusilla CCMP1545
ABO94708 Ostreococcus sp. ‘lucimarinus’
XP_005845135 Chlorella variabilis
XP_001695651 Chlamydomonas reinhardtii
XP_001759769 Physcomitrium patens
EEE53905.1 Oryza sativa Japonica Group
NP_001054732.1 Oryza sativa Japonica Group
NP_001141350 Zea mays
EEE80772 Populus trichocarpa
NP_194360.1 Arabidopsis thaliana
NP_176826 Arabidopsis thaliana
XP_002999057 Phytophthora infestans T30-4
XP_002293359 Thalassiosira pseudonana
EWM28753 Nannochloropsis gaditana
XP_009032611 Aureococcus anophagefferens
XP_001426679 Paramecium tetraurelia strain d4-2
EAS03782 Tetrahymena thermophila
CDW?73848 Stylonychia lemnae
EJY67655 Oxytricha trifallax
AAN36268 Plasmodium falciparum 3D7
XP_953054 Theileria annulata
XP_001609801 Babesia bovis
XP_001388293 Cryptosporidium parvum
XP_011131483 Gregarina niphandrodes
XP_002771232 Perkinsus marinus ATCC 50983
XP_001751014 Monosiga brevicollis
Q19825 Caenorhabditis elegans
CDQO05545 Brugia malayi
XP_002403306 Ixodes scapularis
XP_002573497 Schistosoma mansoni
XP_002112879 Trichoplax adhaerens
XP_001191024 Strongylocentrotus purpuratus
AAF48524.1 Drosophila melanogaster
XP_002169247 Hydra vulgaris
XP_001632819 Nematostella vectensis
XP_002129614 Ciona intestinalis
AAP36058.1 Homo sapiens
AAH45884 Danio rerio
XP_002671312 Naegleria gruberi
TARA_AON_NCLDV_00002---000000000028---413895
ERX552257.96.dc---contig_27923---13
Moniruzzaman_MM11_ERX552257_96_dc---000000000016---114605
S-1016713-46---1016713_contig_11748---6
cPacV_1605---000000000002---605717
Schulz_GVMAG_M_3300001352_25---000000000003---186364
TARA_PSW_NCLDV_00006---000000000013---576963
TARA_ION_NCLDV_00005---000000000012---489313
M-3300027833-42---Ga0209092_10000248---29
Schulz_GVMAG_M_3300027833_42---000000000007---332973
S-3300013131-119---3300013131.aGa0172373_10015520---3
TARA_PSW_NCLDV_00001---000000000011---571309
S-3300005286-75---3300005286.aGa0065721_10057485---1
Mimiviridae_KM982402_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus_strain_Kroon---000000000001---17812
Mimiviridae_KF527228_Mimivirus_terra2---000000000001---16613
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21392
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27885
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15311
Mimiviridae_MG807320_Moumouvirus_australiensis_isolate_10A---000000000001---32254
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---20189
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---19958
Mimiviridae_KU877344_Powai_lake_megavirus_isolate---000000000001---18906
Mimiviridae_MH046830_Mimivirus_sp_SH_clone---000000000017---33449
Mimiviridae_MG779292_Bandra_megavirus_isolate_KK_1---000000000080---30978
Mimiviridae_JN258408_Megavirus_chiliensis---000000000001---13701
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29893
———————————— CAD51822 Plasmodium falciparum 3D7
7777777777777777 XP_953751 Theileria annulata
777777777777777777 XP_001609088 Babesia bovis

——————————————————————— XP_002905676 Phytophthora infestans T30-4
7777777777777777777777777 XP_637066 Dictyostelium discoideum
fffffffffffffffffffffffff EFA82417 Heterostelium album PN500
&2l . - - - - - - - -----sccs--ss--=---= GAM17948 Acytostelium subglobosum LB1
- EAS04795 Tetrahymena thermophila
XP_001327378 Trichomonas vaginalis -
———————————————————————————— Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25829
7777777777777777777777777777 SRX696246.4.dc---contig_367---198
M-3300023179-150---Ga0214923_10000319---47
Mimiviridae_KY684103_ Hokovirus_HKV1_Hokovirus_1---000000000003---24169
SRX327520.277.dc---contig_30704---11
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000002---22864
M-3300014493-9---Ga0182016_10000802---13
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000008---40594
Mimiviridae_MKO072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000024---39850

82.2173
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XP_002678063 Naegleria gruberi
S-1016713-46---1016713_contig_16306---8
M-3300017963-13---Ga0180437_10003389---21

[ ]
EAN79677 Trypanosoma brucei
XP_001681478.1 Leishmania major
EPY37115 Strigomonas culicis
EPY41582 Angomonas deanei
XP_001746359 Monosiga brevicollis
XP_002113086 Trichoplax adhaerens
Q18678 Caenorhabditis elegans
CDQO00182 Brugia malayi
XP_001899719 Brugia malayi
XP_002576656 Schistosoma mansoni
XP_003383114 Amphimedon queenslandica
XP_002127248 Ciona intestinalis
P49591.3 Homo sapiens
NP_001003882 Danio rerio
XP_002601755 Branchiostoma floridae
AAF51155.1 Drosophila melanogaster
XP_002408067 Ixodes scapularis
XP_001188820 Strongylocentrotus purpuratus
XP_002157171 Hydra vulgaris
XP_001639063 Nematostella vectensis
XP_001713286 Guillardia theta CCMP2712

EST47068 Spironucleus salmonicida

XP_001710069 Giardia intestinalis
TARA_PSW_NCLDV_00001---000000000019---571439
S-1015567-333---1015567_contig_42386---2
TARA_PSE_NCLDV_00002---000000000067---556639
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000015---41691
Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000004---38645
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34143
M-3300014493-9---Ga0182016_10000454---37
M-3300020505-5---Ga0208088_1000022---26
M-3300005528-18---Ga0068872_10001706---12

XP_002156369 Hydra vulgaris [ ]
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000003---25144
SRX696246.4.dc---contig_367---169
Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000005---24895
Mimiviridae_MK072332_Homavirus_sp_clone_Homavirus_1---000000000004---40237
TARA_ION_NCLDV_00003---000000000101---488619

XP_005706196 Galdieria sulphuraria

XP_005713104 Chondrus crispus

XP_005776472 Emiliania huxleyi CCMP1516

XP_005836657 Guillardia theta CCMP2712

XP_003058892 Micromonas pusilla CCMP1545

ABO97640 Ostreococcus sp. 'lucimarinus'

XP_005849330 Chlorella variabilis

XP_001692030 Chlamydomonas reinhardtii

XP_001771828 Physcomitrium patens

XP_001754430 Physcomitrium patens

NP_001140663 Zea mays

NP_001049278.1 Oryza sativa Japonica Group

EEE93389 Populus trichocarpa

Q39230 Arabidopsis thaliana
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---165789
XP_644993 Dictyostelium discoideum

EFA80453 Heterostelium album PN500

GAM18413 Acytostelium subglobosum LB1
S-3300009084-161---3300009084.aGa0105046_10001798---13
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---27019
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20617
XP_001729318.1 Malassezia globosa

P07284 Saccharomyces cerevisiae

CAB10149 Schizosaccharomyces pombe

XP_001799724 Parastagonospora nodorum

XP_001398465 Aspergillus niger

XP_001555398 Botrytis cinerea

EAA26729 Neurospora crassa

XP_001305028 Trichomonas vaginalis

XP_650679 Entamoeba histolytica HM-1:IMSS

ETO29165 Reticulomyxa filosa

XP_004333899 Acanthamoeba castellanii str. Neff

ETO18337 Reticulomyxa filosa

ETO29166 Reticulomyxa filosa

XP_002292386 Thalassiosira pseudonana

XP_009034814 Aureococcus anophagefferens

XP_002906528 Phytophthora infestans T30-4

EWM22412 Nannochloropsis gaditana

XP_001433200 Paramecium tetraurelia strain d4-2

EAR90487 Tetrahymena thermophila

XP_002775526 Perkinsus marinus ATCC 50983

CDW91450 Stylonychia lemnae

EJY87525 Oxytricha trifallax

XP_627356 Cryptosporidium parvum

XP_011130849 Gregarina niphandrodes

CAD50925 Plasmodium falciparum 3D7

XP_954923 Theileria annulata

XP_001610648 Babesia bovis

XP_002903384 Phytophthora infestans T30-4
XP_002683611 Naegleria gruberi
XP_005703040 Galdieria sulphuraria
XP_005712754 Chondrus crispus
XP_005851217 Chlorella variabilis
XP_001701901 Chlamydomonas reinhardtii
ABO95499 Ostreococcus sp. 'lucimarinus'
XP_003057637 Micromonas pusilla CCMP1545
XP_001777947 Physcomitrium patens
NP_001292796 Zea mays

NP_001068265.1 Oryza sativa Japonica Group
XP_002301073 Populus trichocarpa
NP_849647 Arabidopsis thaliana

GAM19819 Acytostelium subglobosum LB1
XP_647158 Dictyostelium discoideum
XP_004336046 Acanthamoeba castellanii str. Neff
CDW71566 Stylonychia lemnae

EJY83160 Oxytricha trifallax

CAB61772 Schizosaccharomyces pombe
AAB68940 Saccharomyces cerevisiae
XP_001796827 Parastagonospora nodorum
XP_001399993 Aspergillus niger
XP_001556039 Botrytis cinerea

XP_963172 Neurospora crassa

XP_011405172 Amphimedon queenslandica
XP_001730475.1 Malassezia globosa
XP_001749163 Monosiga brevicollis
7777777777777777777777777777777777777777777 XP_002113593 Trichoplax adhaerens

s2fessp3 7ty @00 — XP_001203542 Strongylocentrotus purpuratus
AAN13983.1 Drosophila melanogaster
XP_002413428 Ixodes scapularis
XP_002404629 Ixodes scapularis
XP_002577017 Schistosoma mansoni
NP_500549 Caenorhabditis elegans
XP_001899407 Brugia malayi

XP_001190538 Strongylocentrotus purpuratus
XP_002123180 Ciona intestinalis
XP_002609964 Branchiostoma floridae
EAW56845.1 Homo sapiens

NP_957473 Danio rerio

99.8 /100

60.5) 72

XP_001350563 Plasmodium falciparum 3D7
XP_954552 Theileria annulata
XP_001609299 Babesia bovis

1007 100|

XP_002287949 Thalassiosira pseudonana
XP_005856106 Nannochloropsis gaditana
XP_009037100 Aureococcus anophagefferens
XP_005780726 Emiliania huxleyi CCMP1516

75.5)|49

—————————————————————————————————————————————————— XP_005835928 Guillardia theta CCMP2712
——————————————————————————————————————————————— EPY20519 Strigomonas culicis
AT eI EPY40703 Angomonas deanei

l-l-.l_-__._

EDQ48461 Physcomitrium patens

1007100

100/100
.6 7|85

929/1p

=

99.9/1q0

YP_003860593 Ignisphaera aggregans DSM 17230
KCZ70477 Candidatus Methanoperedens nitroreducens
AKB58854 Methanosarcina barkeri 227
YP_003542612 Methanohalophilus mahii DSM 5219

—————— WP_042660873 Aigarchaeota archaeon JGI 0000106-J15
fffffff NP_614743.1 Methanopyrus kandleri AV19

————— YP_004004019 Methanothermus fervidus DSM 2088

- EKF84634 Methanobacterium formicicum DSM 3637
fffff NP_987999.1 Methanococcus maripaludis S2
—————— NP_248070.1 Methanocaldococcus jannaschii DSM 2661
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XP_002168836 Hydra vulgaris

XP_005819275 Guillardia theta CCMP2712
XP_005766080 Emiliania huxleyi CCMP1516
XP_005757887 Emiliania huxleyi CCMP1516
XP_005702847 Galdieria sulphuraria
XP_005719141 Chondrus crispus
XP_002288503 Thalassiosira pseudonana
XP_009041685 Aureococcus anophagefferens
XP_001702766 Chlamydomonas reinhardtii
XP_005843892 Chlorella variabilis
XP_003058299 Micromonas pusilla CCMP1545
XP_001418593 Ostreococcus sp. 'lucimarinus'
XP_001766498 Physcomitrium patens
XP_001758898 Physcomitrium patens
NP_001047052.1 Oryza sativa Japonica Group
XP_002320505 Populus trichocarpa
NP_671778 Arabidopsis thaliana

XP_003390301 Amphimedon queenslandica
XP_005856171 Nannochloropsis gaditana

EPY26178 Strigomonas culicis

EMH75344 Entamoeba histolytica HM-1:IMSS

EST48795 Spironucleus salmonicida

XP_001705100 Giardia intestinalis

XP_001313584 Trichomonas vaginalis
XP_001441900 Paramecium tetraurelia strain d4-2
TARA_ION_NCLDV_00003---000000000120---488694
M-3300020192-26---Ga0163147_10000654---32
SRX696246.4.dc---contig_95---104

Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000005---26331

Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000002---23893
M-3300023174-160---Ga0214921 10027612---4
M-3300013127-27---Ga0172365_10004122---7
TARA_PSW_NCLDV_00001---000000000035---571678

Mimiviridae_ MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34215

M-3300014493-9---Ga0182016_10009745---4
M-3300020505-5---Ga0208088_1000026---12
M-3300005286-3---Ga0065721_10051340---4
M-3300023179-150---Ga0214923_10000691---9
cPacV_1605---000000000010---605639
TARA_MED_NCLDV_00003---000000000024---497354
M-3300009529-9---Ga0114919_10006612---8
TARA_PSE_NCLDV_00002---000000000009---555938
TARA_MED_NCLDV_00115---000000000016---535808
Schulz_GVMAG_S_ERX555926_38---000000000008---390096
Schulz_GVMAG_S_ERX555999 24---000000000009---398846
S-ERX555999-24---ERX555999_contig_639---7

XP_653365 Entamoeba histolytica HM-1:IMSS
S-3300009084-161---3300009084.aGa0105046_10036229---7
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21339
Mimiviridae_MF405918_ Tupanvirus_deep_ocean---000000000001---27833
XP_644046 Dictyostelium discoideum

EFA85860 Heterostelium album PN500

GAM26330 Acytostelium subglobosum LB1

XP_004349666 Acanthamoeba castellanii str. Neff

XP_636821 Dictyostelium discoideum

EFA77297 Heterostelium album PN500

GAM29123 Acytostelium subglobosum LB1

XP_002672842 Naegleria gruberi

XP_002110320 Trichoplax adhaerens

XP_002897046 Phytophthora infestans T30-4
XP_001731042.1 Malassezia globosa

XP_001744471 Monosiga brevicollis

NP_012727 Saccharomyces cerevisiae

NP_594034 Schizosaccharomyces pombe

XP_001804404 Parastagonospora nodorum

- XP_001389516 Aspergillus niger
- XP_001548242 Botrytis cinerea
- XP_964988 Neurospora crassa
—————————————— XP_002677200 Naegleria gruberi
- XP_002673467 Naegleria gruberi

AAZ11224 Trypanosoma brucei

EPY39994 Angomonas deanei

XP_843247.1 Leishmania major

CDW83862 Stylonychia lemnae

EJY79394 Oxytricha trifallax

CDW?74381 Stylonychia lemnae

EJY82562 Oxytricha trifallax

EAR96973 Tetrahymena thermophila
XP_001450463 Paramecium tetraurelia strain d4-2
XP_001441555 Paramecium tetraurelia strain d4-2
XP_002783274 Perkinsus marinus ATCC 50983
XP_002777422 Perkinsus marinus ATCC 50983
XP_011131789 Gregarina niphandrodes
XP_001347941 Plasmodium falciparum 3D7
XP_628350 Cryptosporidium parvum
XP_953817 Theileria annulata

XP_001610740 Babesia bovis

XP_005758375 Emiliania huxleyi CCMP1516
XP_002895146 Phytophthora infestans T30-4
EWM23977 Nannochloropsis gaditana
XP_002290729 Thalassiosira pseudonana
XP_009039153 Aureococcus anophagefferens
Schulz_GVMAG_M_3300001349_29---000000000026---185814
M-3300001349-29---JG120160J14292_10001942---11
ETO16553 Reticulomyxa filosa

XP_005837214 Guillardia theta CCMP2712
XP_005708742 Galdieria sulphuraria
XP_005718581 Chondrus crispus
XP_001696198 Chlamydomonas reinhardtii
XP_003058283 Micromonas pusilla CCMP1545
ABO97161 Ostreococcus sp. 'lucimarinus’
XP_001784310 Physcomitrium patens
NP_001061475.1 Oryza sativa Japonica Group
XP_008664856 Zea mays

XP_008644625 Zea mays

EEE88947 Populus trichocarpa

004630 Arabidopsis thaliana

Q8GZ45 Arabidopsis thaliana
M-3300013132-23---Ga0172372_10019808---5
XP_001729744.1 Malassezia globosa
CAY80430 Saccharomyces cerevisiae
CABO08788 Schizosaccharomyces pombe
XP_001802251 Parastagonospora nodorum
XP_001389370 Aspergillus niger
XP_001550563 Botrytis cinerea

EAA30565 Neurospora crassa

XP_001750114 Monosiga brevicollis
XP_002581846 Schistosoma mansoni
CAA93762 Caenorhabditis elegans

CDP91132 Brugia malayi

XP_002116349 Trichoplax adhaerens
XP_002571081 Schistosoma mansoni
XP_002571806 Schistosoma mansoni
XP_001623293 Nematostella vectensis
XP_002164939 Hydra vulgaris

XP_002157095 Hydra vulgaris

XP_003729486 Strongylocentrotus purpuratus
AAN71609.1 Drosophila melanogaster
XP_002412596 Ixodes scapularis
XP_002595927 Branchiostoma floridae
XP_002123203 Ciona intestinalis

P26639.3 Homo sapiens

NP_001116258 Danio rerio

A2RTX5.1 Homo sapiens

Q9BW92.1 Homo sapiens

XP_001335155 Danio rerio
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ffffffffffffffffffffffffffffffffffffffffffff XP_002401710 Ixodes scapularis

——————————————————————————————————————————— Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---26677
——————————————————————————————————————————— Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20286

100/100

94.77H

737P0

99.97300 100710

8887198

00 0 1F

fffffff XP_001432521 Paramecium tetraurelia strain d4-2

XP_001611804 Babesia bovis
XP_953222 Theileria annulata

XP_001351185 Plasmodium falciparum 3D7

1007100

99.879¢

1007100
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XP_002162424 Hydra vulgaris

GAM26809 Acytostelium subglobosum LB1

7777777777777777777777777777777777777777 XP_001618894 Nematostella vectensis

1

89.2]

007100

68.271

777777777777777777777777777777777777777 XP_001620731 Nematostella vectensis

M-3300023179-150---Ga0214923_10002369---16

Mimiviridae_MK071998_ Barrevirus_sp_clone_Barrevirus_1---000000000013---35466
Mimiviridae_KY684108 Klosneuvirus_KNV1_Klosneuvirus_1---000000000003---25136
SRX696246.4.dc---contig_247---42

S-1016713-46---1016713_contig_10075---2
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000006---36029
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---21912
M-3300020505-5---Ga0208088_1000017---23
Mimiviridae_MKO071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000002---34186
M-3300014493-9---Ga0182016_10011766---1
Mimiviridae_MKO072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000009---42696
Mimiviridae_MKO072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000004---38660

1007100
E

100/100

71.
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1007100
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XP_005703572 Galdieria sulphuraria
XP_005717611 Chondrus crispus
XP_005823839 Guillardia theta CCMP2712
XP_005781021 Emiliania huxleyi CCMP1516
XP_002294611 Thalassiosira pseudonana
XP_009035087 Aureococcus anophagefferens
XP_005843993 Chlorella variabilis
XP_001692598 Chlamydomonas reinhardtii
XP_003058990 Micromonas pusilla CCMP1545
XP_001419436 Ostreococcus sp. 'lucimarinus'
XP_001764809 Physcomitrium patens
XP_008667313 Zea mays

EEE66612.1 Oryza sativa Japonica Group
XP_006383336 Populus trichocarpa
NP_568337 Arabidopsis thaliana
M-3300017963-13---Ga0180437_10007641---9
XP_002122808 Ciona intestinalis
XP_002580515 Schistosoma mansoni
NP_648268 Drosophila melanogaster
NP_593819 Schizosaccharomyces pombe
XP_001747848 Monosiga brevicollis
TARA_PSW_NCLDV_00001---000000000042---571790
NP_505070.2 Caenorhabditis elegans
XP_001901624 Brugia malayi

XP_002677785 Naegleria gruberi
XP_002109031 Trichoplax adhaerens
XP_002903759 Phytophthora infestans T30-4
XP_004347778 Acanthamoeba castellanii str. Neff
XP_636501 Dictyostelium discoideum
EFA81199 Heterostelium album PN500
GAM23980 Acytostelium subglobosum LB1
XP_001321729 Trichomonas vaginalis
EST45672 Spironucleus salmonicida

XP_001709365 Giardia intestinalis

ETO28839 Reticulomyxa filosa

XP_845565 Trypanosoma brucei
XP_001684921.1 Leishmania major
EPY29951 Strigomonas culicis

EPY41540 Angomonas deanei

XP_002674360 Naegleria gruberi
XP_005758196 Emiliania huxleyi CCMP1516
XP_005821771 Guillardia theta CCMP2712
R ~ - - - - ---==-=============================-= XP_002907779 Phytophthora infestans T30-4
sorTlor——— R i I AFJ68622 Nannochloropsis gaditana
XP_002295475 Thalassiosira pseudonana
XP_009040042 Aureococcus anophagefferens
XP_005708547 Galdieria sulphuraria
XP_005718720 Chondrus crispus
XP_001432388 Paramecium tetraurelia strain d4-2
XP_001033039 Tetrahymena thermophila
CDW80966 Stylonychia lemnae

EJY73706 Oxytricha trifallax

XP_002773301 Perkinsus marinus ATCC 50983
XP_011130189 Gregarina niphandrodes
XP_627207 Cryptosporidium parvum
XP_001611967 Babesia bovis

XP_001348763 Plasmodium falciparum 3D7
XP_003062626 Micromonas pusilla CCMP1545
XP_001416669 Ostreococcus sp. ‘lucimarinus'
XP_001692873 Chlamydomonas reinhardtii
XP_005850252 Chlorella variabilis
XP_001692874 Chlamydomonas reinhardtii
XP_001766465 Physcomitrium patens
XP_002310896 Populus trichocarpa
NP_172913 Arabidopsis thaliana
NP_001176231.1 Oryza sativa Japonica Group
XP_008662818 Zea mays

NP_001050973.1 Oryza sativa Japonica Group
XP_004353366 Acanthamoeba castellanii str. Neff
XP_650652 Entamoeba histolytica HM-1:IMSS
XP_642469 Dictyostelium discoideum
EFA76256 Heterostelium album PN500
GAM23020 Acytostelium subglobosum LB1
XP_001730134.1 Malassezia globosa
NP_011608 Saccharomyces cerevisiae
NP_595435 Schizosaccharomyces pombe
XP_001398100 Aspergillus niger
XP_001550969 Botrytis cinerea
XP_001794933 Parastagonospora nodorum
XP_001561111 Botrytis cinerea

XP_964329 Neurospora crassa
XP_001742269 Monosiga brevicollis
XP_001200958 Strongylocentrotus purpuratus
NP_001161206.1 Homo sapiens
NP_001124133 Danio rerio

NP_006286 Homo sapiens

XP_682807.4 Danio rerio

XP_002124251 Ciona intestinalis

NP_524838 Drosophila melanogaster
XP_794175 Strongylocentrotus purpuratus
XP_002109955 Trichoplax adhaerens
XP_002125478 Ciona intestinalis
XP_011404290 Amphimedon queenslandica
XP_795172 Strongylocentrotus purpuratus
XP_002600118 Branchiostoma floridae
XP_002159835 Hydra vulgaris

XP_002162217 Hydra vulgaris

XP_002580651 Schistosoma mansoni
S-1041349-163---1041349_contig_224---9
NP_493377 Caenorhabditis elegans

CDP94338 Brugia malayi .
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NP_001021200 Caenorhabditis elegans

S-1096103-95---1096103_contig_2424---5

Schulz_ GVMAG_S_1096103_95---000000000017---356468

XP_005834001 Guillardia theta CCMP2712

XP_001306617 Trichomonas vaginalis

EAX91345 Trichomonas vaginalis

XP_001708646 Giardia intestinalis

EST46477 Spironucleus salmonicida

EST46460 Spironucleus salmonicida

XP_649189 Entamoeba histolytica HM-1:IMSS

XP_847057 Trypanosoma brucei

EPY28570 Strigomonas culicis

EPY24513 Angomonas deanei

XP_001683354.1 Leishmania major

SRX696246.4.dc---contig_894---4
TARA_ARC_NCLDV_00167---000000000001---484582

XP_654266 Entamoeba histolytica HM-1:IMSS
S-1016713-46---1016713_contig_13853---6
M-3300013132-23---Ga0172372_10004160---22
M-3300005528-18---Ga0068872_10006065---3

XP_011130070 Gregarina niphandrodes

XP_001350097 Plasmodium falciparum 3D7

XP_954251 Theileria annulata

XP_001611386 Babesia bovis
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000002---25914
TARA_PSW_NCLDV_00001---000000000009---571267
S-1015567-472---1015567_contig_191753---2

Mimiviridae_KY684103_ Hokovirus_HKV1_Hokovirus_1---000000000002---23955
Mimiviridae_KY684103_Hokovirus_HKV1_ Hokovirus_1---000000000002---23956
S-1015567-472---1015567_contig_31543---22
Mimiviridae_MK072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000002---36351
Mimiviridae_MKO072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000004---38628
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000002---40751
M-3300014493-9---Ga0182016_10003880---7
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000016---34593
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---21954
M-3300023179-27---Ga0214923_10001242---7
M-3300017971-33---Ga0180438_10002349---4
M-3300013133-4---Ga0172362_10000961---22
Moniruzzaman_MM16_ERX552300_8_dc---000000000005---126999
S-3300005286-75---3300005286.aGa0065721_10005826---12
S-3300009084-161---3300009084.aGa0105046_10010063---6
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---20355
Mimiviridae_MF405918 Tupanvirus_deep_ocean---000000000001---26750
Mimiviridae_KU877344_Powai_lake_megavirus_isolate---000000000001---18948
Mimiviridae_JN258408 Megavirus_chiliensis---000000000001---13743
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---29935
Mimiviridae_MHO046830_Mimivirus_sp_SH_clone---000000000017---33487
Mimiviridae_MG779292_Bandra_megavirus_isolate_KK_1---000000000084---30651
XP_002899511 Phytophthora infestans T30-4

XP_628332 Cryptosporidium parvum

XP_002785946 Perkinsus marinus ATCC 50983

ETO10085 Reticulomyxa filosa

EAL72077 Dictyostelium discoideum

EFA84696 Heterostelium aloum PN500

GAM23388 Acytostelium subglobosum LB1

XP_001446297 Paramecium tetraurelia strain d4-2

EAS02003 Tetrahymena thermophila

CDW89312 Stylonychia lemnae

EJY83191 Oxytricha trifallax

XP_002682405 Naegleria gruberi

XP_844148 Trypanosoma brucei

XP_847665 Leishmania major

EPY36512 Strigomonas culicis

EPY43812 Angomonas deanei

EDQ89056 Monosiga brevicollis

EED87369 Thalassiosira pseudonana

XP_009034602 Aureococcus anophagefferens

XP_005704402 Galdieria sulphuraria

XP_005716564 Chondrus crispus

Pandoraviruses_NC_022098 Pandoravirus_salinus---000000000001---142013
XP_004334790 Acanthamoeba castellanii str. Neff

XP_005840034 Guillardia theta CCMP2712

XP_005788789 Emiliania huxleyi CCMP1516

XP_005845643 Chlorella variabilis

EDP00735 Chlamydomonas reinhardtii

XP_003062018 Micromonas pusilla CCMP1545

XP_001418435 Ostreococcus sp. 'lucimarinus'

EDQ78754 Physcomitrium patens

ABK93404 Populus trichocarpa

NP_187110 Arabidopsis thaliana

ACN32018 Zea mays

ABA99447.1 Oryza sativa Japonica Group

XP_003388523 Amphimedon queenslandica

XP_002154182 Hydra vulgaris

EDO33139 Nematostella vectensis

XP_002122401 Ciona intestinalis

AAF20166.1 Drosophila melanogaster

EEC04216 Ixodes scapularis

EEN66273 Branchiostoma floridae

XP_780428 Strongylocentrotus purpuratus

EDV24040 Trichoplax adhaerens

CAA42545.1 Homo sapiens

AAH49526 Danio rerio

CAZ35616 Schistosoma mansoni

BAC76735 Caenorhabditis elegans

EDP35170 Brugia malayi

EDP42012.1 Malassezia globosa

Q09692 Schizosaccharomyces pombe

CAY86193 Saccharomyces cerevisiae

EAT86526 Parastagonospora nodorum

XP_001393711 Aspergillus niger

EDN26671 Botrytis cinerea

XP_960902 Neurospora crassa

XP_002118899 Trichoplax adhaerens

XP_005713348 Chondrus crispus
XP_005784404 Emiliania huxleyi CCMP1516
XP_005706466 Galdieria sulphuraria
EED93772 Thalassiosira pseudonana
XP_005830123 Guillardia theta CCMP2712
EWM29460 Nannochloropsis gaditana
XP_009041984 Aureococcus anophagefferens
XP_009039593 Aureococcus anophagefferens

XP_001697723 Chlamydomonas reinhardtii
XP_003062017 Micromonas pusilla CCMP1545
XP_001418237 Ostreococcus sp. 'lucimarinus'
EDQ82478 Physcomitrium patens

ACF83431 Zea mays

BAD87909.1 Oryza sativa Japonica Group
XP_002304617 Populus trichocarpa
NP_973533 Arabidopsis thaliana

XP_001350901 Plasmodium falciparum 3D7
XP_953410 Theileria annulata
XP_001612001 Babesia bovis

[ l_- l-—-l

XP_001453251 Paramecium tetraurelia strain d4-2
EAR98956 Tetrahymena thermophila
CDW?71471 Stylonychia lemnae

EJY86156 Oxytricha trifallax

XP_002680782 Naegleria gruberi
XP_004336083 Acanthamoeba castellanii str. Neff
EAL70176 Dictyostelium discoideum
EFA84273 Heterostelium album PN500
GAM20278 Acytostelium subglobosum LB1
EDP42727.1 Malassezia globosa
CAZ32857 Schistosoma mansoni

042875 Schizosaccharomyces pombe
EDN60601 Saccharomyces cerevisiae
EAT83292 Parastagonospora nodorum
EDN25260 Botrytis cinerea

XP_957237 Neurospora crassa

EDQ89379 Monosiga brevicollis

EDV25141 Trichoplax adhaerens
XP_003386233 Amphimedon queenslandica
EDO41116 Nematostella vectensis
XP_002156729 Hydra vulgaris
XP_002414581 Ixodes scapularis
XP_001900656 Brugia malayi
XP_002124978 Ciona intestinalis
XP_002124164 Ciona intestinalis
AAL47978.1 Drosophila melanogaster
XP_002433903 Ixodes scapularis
EEN60258 Branchiostoma floridae
BAD96917.1 Homo sapiens

CAQ14505 Danio rerio
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EEF07157 Populus trichocarpa

EEC02122 Ixodes scapularis

EED87316 Thalassiosira pseudonana
XP_005839756 Guillardia theta CCMP2712

EWM22497 Nannochloropsis gaditana
XP_009041732 Aureococcus anophagefferens
XP_005790097 Emiliania huxleyi CCMP1516

EDO25499 Nematostella vectensis

XP_005713019 Chondrus crispus
XP_005707106 Galdieria sulphuraria

XP_003059850 Micromonas pusilla CCMP1545
XP_005848281 Chlorella variabilis
EDO098937 Chlamydomonas reinhardtii
XP_001416448 Ostreococcus sp. 'lucimarinus’
EDQ83884 Physcomitrium patens
NP_186915 Arabidopsis thaliana

ACF86629 Zea mays

BAG90095.1 Oryza sativa Japonica Group
EECO03931 Ixodes scapularis
XP_004334902 Acanthamoeba castellanii str. Neff
EAS04329 Tetrahymena thermophila
CDW?74597 Stylonychia lemnae

EJY82171 Oxytricha trifallax

XP_001347852 Plasmodium falciparum 3D7
XP_954018 Theileria annulata
XP_001611016 Babesia bovis

EDP44234.1 Malassezia globosa

EDV11123 Saccharomyces cerevisiae
074890 Schizosaccharomyces pombe
EAT92245 Parastagonospora nodorum
XP_001401673 Aspergillus niger

EDN25607 Botrytis cinerea

XP_965416 Neurospora crassa

GAM27318 Acytostelium subglobosum LB1
EFA75246 Heterostelium album PN500
EAL67632 Dictyostelium discoideum
XP_002669367 Naegleria gruberi
NP_741382 Caenorhabditis elegans
XP_001898724 Brugia malayi

CDP92963 Brugia malayi

XP_002907836 Phytophthora infestans T30-4
XP_002110152 Trichoplax adhaerens
XP_002580705 Schistosoma mansoni
XP_003385731 Amphimedon queenslandica
XP_001742076 Monosiga brevicollis
NP_611967.1 Drosophila melanogaster
XP_781450 Strongylocentrotus purpuratus
XP_002122779 Ciona intestinalis
EEN51393 Branchiostoma floridae
AAD27714.1 Homo sapiens

NP_001137392 Danio rerio

_l_ _E -_._.l-.- -._—__- i

S-3300009702-216---3300009702.aGa0114931_10035976---5
Schulz_GVMAG_S_3300009702_216---000000000031---373407
S-1015567-472---1015567_contig_108971---4
S-3300009084-161---3300009084.aGa0105046_10017725---5
Mimiviridae_MF405918_Tupanvirus_deep_ocean---000000000001---27918
Mimiviridae_KY523104_Tupanvirus_soda_lake---000000000001---21425
S-3300013131-119---3300013131.aGa0172373_10002287---30
M-3300023174-155---Ga0214921_10001238---22
M-3300020185-3---Ga0206131_10000059---67
Schulz_GVMAG_M_3300020185_3---000000000001---250939
M-3300000116-5---DelMOSpr2010_c10004253---3

Schulz_ GVMAG_M_3300000116_5---000000000027---181889
Mimiviridae_MKO072066_Edafosvirus_sp_clone_Edafosvirus_1---000000000032---36762
SRX327520.277.dc---contig_72334---12
S-3300007519-189---3300007519.aGa0105055_10013810---6
Mimiviridae_MK072383_Hyperionvirus_sp_clone_Hyperionvirus_1---000000000044---41703
Mimiviridae_MK072243_Harvfovirus_sp_clone_Harvfovirus_1---000000000011---40056
Mimiviridae_MK071979_Terrestrivirus_sp_clone_Terrestrivirus_1---000000000003---34619
M-3300014493-9---Ga0182016_10004418---6
M-3300017963-13---Ga0180437_10004460---10
M-3300020182-21---Ga0206129_10007663---5
Schulz_GVMAG_S_1004661_13---000000000001---333472
S-1004661-13---1004661_contig_3---53
M-3300020505-5---Ga0208088_1000605---3
Mimiviridae_KY684103_Hokovirus_HKV1_Hokovirus_1---000000000003---24176
Mimiviridae_KY684108_Klosneuvirus_KNV1_Klosneuvirus_1---000000000001---25357
Mimiviridae_MK072332_Homavirus_sp_clone_Homavirus_1---000000000013---40179
SRX696246.4.dc---contig_92---65

M-3300022752-33---Ga0214917_10013028---8
M-3300010334-45---Ga0136644_10000043---71

M-3300023179-27---Ga0214923 10001086---34
M-3300027971-17---Ga0209401_1001216---11
M-3300027833-42---Ga0209092_10000286---13
Schulz_GVMAG_M_3300027833_42---000000000004---333063
TARA_PSE_NCLDV_00002---000000000057---556508
Schulz_GVMAG_M_3300025880_17---000000000011---324658
M-3300025880-17---Ga0209534_10004075---8
Pithoviridae_LT906555_Orpheovirus_IHUMI_LCC2---000000000001---166011
S-3300006056-154---3300006056.aGa0075163_10029720---7

XP_004352920 Acanthamoeba castellanii str. Neff

Pandoraviruses_ MG011691_Pandoravirus_macleodensis---000000000001---139291
Pandoraviruses_MG011690_Pandoravirus_neocaledonia---000000000001---137476
Pandoraviruses_NC_022098 Pandoravirus_salinus---000000000001---142516
Pandoraviruses_NC_021858 Pandoravirus_dulcis---000000000001---140634
M-3300005286-3---Ga0065721_10052308---5

EDP44730.1 Malassezia globosa

CAA97211 Saccharomyces cerevisiae

014055 Schizosaccharomyces pombe

EDN33766 Botrytis cinerea

EAT89813 Parastagonospora nodorum

XP_958548 Neurospora crassa

XP_001399342 Aspergillus niger

XP_002572783 Schistosoma mansoni

BAC76736 Caenorhabditis elegans

XP_001742279 Monosiga brevicollis

XP_002158432 Hydra vulgaris

EDO32430 Nematostella vectensis

XP_002590324 Branchiostoma floridae

XP_002112883 Trichoplax adhaerens

XP_003390144 Amphimedon queenslandica

XP_011408710 Amphimedon queenslandica

XP_002129278 Ciona intestinalis

XP_787967 Strongylocentrotus purpuratus

CBF71216.1 Drosophila melanogaster

EEC01548 Ixodes scapularis

NP_003671.1 Homo sapiens

CAKO04465 Danio rerio

XP_650212 Entamoeba histolytica HM-1:IMSS
S-1104514-73---1104514_contig_355---21

EAX98208 Trichomonas vaginalis
Mimiviridae_KM982402_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus_strain_Kroon---000000000001---17241
Mimiviridae_KF527228 Mimivirus_terra2---000000000001---16832
Mimiviridae_KC008572_UNVERIFIED_Moumouvirus_goulette---000000000001---15236
Mimiviridae_MG807320_Moumouvirus_australiensis_isolate_10A---000000000001---32328
Mimiviridae_KY110734_Saudi_moumouvirus---000000000001---20035
Mimiviridae_MH046830_Mimivirus_sp_SH_clone---000000000019---32970
Mimiviridae_JN885990_Megavirus_courdo7_isolate_Mv13_c7---000000000003---14882
Mimiviridae_MG602507_UNVERIFIED_Acanthamoeba_polyphaga_mimivirus---000000000001---30001
Mimiviridae_MG779292_Bandra_megavirus_isolate_ KK_1---000000000089---31372
Mimiviridae_JN258408_Megavirus_chiliensis---000000000001---13811
M-3300025707-20---Ga0209667_1002638---11
Schulz_GVMAG_M_3300025707_20---000000000013---319619
Moniruzzaman_MMO07_SRX802073_62_dc---000000000003---101515
M-3300005528-18---Ga0068872_10003176---11
M-3300001589-9---JG124005J15628_10002734---9
M-3300017971-33---Ga0180438_10012741---2
M-3300005613-25---Ga0074649_1002988---12
S-3300005613-53---3300005613.aGa0074649_1000297---16
cPacV_1605---000000000004---605583
Schulz_GVMAG_M_3300001352_25---000000000013---186783
ERX556094.51.dc---contig_2631---15
Moniruzzaman_MM16_ERX556094 51_dc---000000000003---129282
TARA_PSW_NCLDV_00001---000000000053---572018
M-3300013132-23---Ga0172372_10011767---8
M-3300009161-71---Ga0114966_10000348---7
Mimiviridae_KY684083_Catovirus_CTV1_Catovirus_1---000000000001---21832
TARA_ARC_NCLDV_00066---000000000025---464761
Schulz_GVMAG_M_3300020185_49---000000000008---253772
TARA_PSW_NCLDV_00003---000000000058---574140
M-3300024302-11---Ga0233449_1000461---27
Schulz_GVMAG_M_3300024302_11---000000000007---311155
TARA_MED_NCLDV_00003---000000000029---497478
M-3300024302-39---Ga0233449_1008235---4
Moniruzzaman_MM16_ERX556094 26_dc---000000000008---128455
ERX556094.26.dc---contig_5035---14
TARA_PSE_NCLDV_00005---000000000027---558775
M-3300024302-39---Ga0233449_1009536---3
Schulz_GVMAG_M_3300001349_29---000000000025---185853
M-3300001349-29---JG120160J14292_10002350---12

EWM29925 Nannochloropsis gaditana

XP_005716766 Chondrus crispus

XP_005705890 Galdieria sulphuraria

XP_003061902 Micromonas pusilla CCMP1545

XP_001418255 Ostreococcus sp. 'lucimarinus'

XP_005848322 Chlorella variabilis

EDP01506 Chlamydomonas reinhardtii

EDQ80527 Physcomitrium patens

XP_002315391 Populus trichocarpa

NP_850222 Arabidopsis thaliana

ACF82652 Zea mays

EEE68048.1 Oryza sativa Japonica Group

BAD31983.1 Oryza sativa Japonica Group

BADO05594.1 Oryza sativa Japonica Group

XP_002680051 Naegleria gruberi

XP_002897391 Phytophthora infestans T30-4

EEY65134 Phytophthora infestans T30-4

EED94558 Thalassiosira pseudonana

XP_005832987 Guillardia theta CCMP2712

XP_009036876 Aureococcus anophagefferens

XP_005759411 Emiliania huxleyi CCMP1516

EPY25213 Strigomonas culicis

CBH12469 Trypanosoma brucei

EPY36758 Angomonas deanei

XP_001687737.1 Leishmania major

EAL69118 Dictyostelium discoideum

EFA81595 Heterostelium album PN500

GAM24761 Acytostelium subglobosum LB1

XP_001349444 Plasmodium falciparum 3D7

XP_953034 Theileria annulata

BANG66105 Babesia bovis

XP_627645 Cryptosporidium parvum

XP_011128878 Gregarina niphandrodes

XP_002774150 Perkinsus marinus ATCC 50983

ETO22401 Reticulomyxa filosa

EST48274 Spironucleus salmonicida

EDO78219 Giardia intestinalis

XP_001462566 Paramecium tetraurelia strain d4-2

EAS01387 Tetrahymena thermophila

CDW80780 Stylonychia lemnae

EJY79758 Oxytricha trifallax
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